
Count of SR genes in each organism that have the required number of ESTs, where the
number of required ESTs ranges from 2 to 20.

Organism   /   # ESTs required:   2    3    4    5    6    7    8    9   10   11   12   13   14   15   16   17   18   19   20
-----------------------------------------------------------------------------------------------------------------------------
glycine.max                      24   24   24   24   24   24   24   24   24   23   23   22   21   21   19   18   17   17   16
oryza.sativa                     23   23   22   22   22   22   21   21   21   21   21   21   20   19   19   19   19   18   15
zea.mays                         22   22   22   21   21   21   21   21   21   21   21   21   21   21   21   21   21   21   21
arabidopsis.thaliana             19   19   19   19   18   18   18   18   18   18   18   18   18   18   18   18   18   18   17
populus.trichocarpa              14   14   12    8    8    8    8    6    6    2    2    2    2    2    2    1    0    0    0
danio.rerio                      12   12   12   12   12   12   12   12   12   12   12   12   12   11   11   11   11   11   11
sorghum.bicolor                  12   11    9    9    9    9    6    6    6    6    5    4    4    4    4    4    3    3    3
homo.sapiens                     11   11   11   11   11   11   11   11   11   11   11   11   11   11   11   11   11   11   11
mus.musculus                     10   10   10   10   10   10   10   10   10   10   10   10   10   10   10   10   10   10   10
physcho.patens                   10   10   10    8    8    8    8    7    7    7    6    6    4    4    4    4    4    3    3
xenopus.tropicalis               10   10   10   10   10   10   10   10   10   10    9    9    9    9    9    9    9    9    9
branch.floridae                   9    8    7    7    7    7    7    7    7    7    7    7    7    7    7    7    7    7    7
vitis.vinifera                    9    9    9    9    9    9    9    8    8    8    7    7    7    7    6    5    5    5    5
ciona.intestinalis                8    8    8    8    8    8    8    8    8    8    8    8    8    8    8    8    8    8    8
gallus.gallus                     8    8    8    8    8    8    8    8    8    7    7    7    7    7    7    7    7    6    6
c.elegans                         7    7    7    7    7    7    7    7    7    7    7    7    7    7    7    7    7    7    7
chlamy.reinhardtii                7    6    6    4    4    4    4    4    4    2    1    1    1    1    1    1    1    1    1
aedes.aegypti                     6    6    6    6    6    6    6    6    5    5    5    5    5    5    5    5    5    4    4
drosophila.melanogaster           6    6    6    6    6    6    6    6    6    6    6    6    6    6    6    6    6    6    6
anopheles.gambiae                 5    5    5    5    5    5    5    4    4    4    4    4    4    4    4    3    3    2    2
neurospora.crassa                 1    1    1    0    0    0    0    0    0    0    0    0    0    0    0    0    0    0    0
schizo.pombe                      1    0    0    0    0    0    0    0    0    0    0    0    0    0    0    0    0    0    0

Table S1 – Table of the distribution of ESTs/cDNAs per organism

Plain text file of the count  of SR genes in each organism that have the required number of ESTs, where the 
number of required ESTs ranges from 2 to 20.

References

1. Benson DA, Karsch-Mizrachi I, Lipman DJ, Ostell J, Sayers EW: GenBank. Nucleic Acids 
Res 2010, 38:D46-51.

2. Zimmermann P, Laule O, Schmitz J, Hruz T, Bleuler S, Gruissem W: Genevestigator 
transcriptome meta-analysis and biomarker search using rice and barley gene 
expression databases. Mol Plant 2008, 1:851-857.


