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Figure S1: A mutation in the second RRM domain in orbF303abolishes the hyperphosphorylated isoform.    Sequence analysis of orbF303 cDNA indicates that the EMS-induced mutation changes a thymidine (T) residue at the first position of codon 742 to an adenosine (A) residue.  This nucleotide substitution alters the codon so that instead of specifying tyrosine (Y) it encodes an asparagine (N) residue.  Tyrosine742 is located  
