Figure S5. Comparative analysis of the EcR and wg/Wnt-6 genomic regions. VISTA plots of the genomic regions comprising the
genes EcR (BAC AC239120) and wg/Wnt-6 (BAC AC239123) with the orthologous regions in other insects with relevant sequence
available: Bombyx mori, Drosophila melanogaster, Apis mellifera, Tribolium castaneum, Helicoverpa armigera, Spodoptera frugiperda,
and Heliconius melpomene.
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