Figure S3: Overview of the known interaction domains between the different proteins investigated, along with the
positions of the variants identified in this study.

Protein lengths are given between brackets. Binding sites between two proteins are indicated along the line
connecting them, with the binding site(s) on a certain protein closest to that protein (orange: binding sites on DISC1,
blue: binding site on other proteins). The identified missense mutations are shown in a white area within the
proteins’ oval. Rare missense mutations (MAF < 1%) are underlined, and mutations located in one of the binding
sites are shown in italic. Note that the positions of many of the binding sites were not described/found in literature
(indicated with ?°).
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