
Dataset S2. Representative multiple sequence alignments.
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F AGPAs
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G AGPBs

H AGPCs
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I HLTAs
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J HLTBs

K HLTCs
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M HLTEs

N HLTFs
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O HPOAs

P HPOBs

Q HPOCs
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R KPIPs

S MPAVs
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T PELPKs
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U PEPKAs

V PEPKBs

W PEPKCs

* B.gymnorrhiza PEPKC was predicted from a partial ORF lacking a stop codon.
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X PRPAs
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