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contig00076, gene=isogroup06489
tblastx: DQ679808.1, "Hydra vulgaris fibrillar collagen (col3) mRNA, partial cds", e-value: 4.00E-88
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contig01067, gene=isogroup00259
tblastx: XM_002169502.1, "PREDICTED: Hydra magnipapillata similar to GMP reductase 2 (LOC100202973)", e-value: 0.0
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contig00101, gene=isogroup06398
tblastx: XM_002196698.1, "PREDICTED: Taeniopygia guttata similar to alpha 2 type I collagen (LOC100221003), mRNA e-value: 2.00E-26
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contig08699, gene=isogroup00303
tblastx: XP_002157926.1, "PREDICTED: similar to myosin heavy chain [Hydra magnipapillata]", e-value: 0.0 
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contig09291, gene=isogroup04804
tblastx: XM_002166973.1, "PREDICTED: H. magnipapillata similar to predicted protein (LOC100209044), partial mRNA", e-value: 1.00E-19
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contig10617, gene=isogroup03256
tblastx: XM_002158539.1, "PREDICTED: H. magnipapillata hypothetical protein LOC100210783, mRNA (Minicollagen)", e-value: 9.00E-12
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contig10334, gene=isogroup03083G
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contig04346, gene=isogroup07273
tblastx: XM_002157903.1, "PREDICTED: H. magnipapillata similar to predicted protein (LOC100214126), partial mRNA", e-value: 6.00E-94
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contig04871, gene=isogroup07879I
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contig08098, gene=isogroup01314J
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