
Locus_tag Residues Sequence (aligned)* Ion†

Methanocellales Methanocella paludicola MCP_0343 10-69 GAGLAVGLAGIGSGIAEKDIGAAAVGAIAEDRSFFGQGLIFTVIPETIVIFGLVIAILLM H+

MCP_2286 9-68 GAAIAFGAGAISTGFAQARIGSAGAGALSERPELSGLIIILEAIPETLAILGFVVAAMIM

Uncultured methanogenic archaeon RC-I RCIX2026 9-68 GVGLAVGLAGIGTGMSQGPIGAGVVGAVAEDRSFLGMGVFFIALPETIVIFGLVFAILLM H+

Methanosarcinales Methanosaeta thermophila Mthe_1613 16-75 GAGLATGLAGIGAGVGEQGIGAAVVGVVAEEPGFLGKGLFLMLLPETLIIFGLAVSLILM H+

Methanosarcina barkeri Mbar_A0378 20-79 GASIAIALTGIASAIAEKDIGTAAIGAMAENEGLFGKGLILTVIPETIVIFGLVVALLIN H+

Mbar_A0390 20-79 GASIAIALTGIASAIAEKDIGTAAIGAMAENEGLFGKGLILTVIPETIVIFGLVVALLIN

Methanosarcina mazei MM_0784 20-79 GAAIAIAVTGLASAIAEKDIGTAAIGAMAENEGLFGKGLILTVIPETIVIFGLVVALLIN H+

Methanococcales Methanocaldococcus jannaschii MJ_0221 11-70 GAGLAVGIAGLGSGIGAGITGASGAGVVAEDPNKFGTAIVFQALPQTQGLYGFLVAILIL Na+

MJ_0221 83-141 AAGLAAGLAGL-SAIGQGIAASAGLGAVAEDNSIFGKAMVFSVLPETQAIYGLLIAILLL

MJ_0221 158-216 GAGFAVGFAGL-SGIGQGITAAGAIGATARDPDAMGKGLVLAVMPETFAIFGLLIAILIM

Methanobacteriales Methanothermobacter thermautotrophicus MTH_959 14-73 GAGVAVGFAGLGSGLGQGIAAAESVGAVAENSDMFARGIIFSTLPETQAIYGFLIAILLL Na+

MTH_959 95-154 GAGAAIGFAGLGSGMGQGITSASSVGAVVEDPDMFARGIIFSALSETQAIYGFLIAILLM

Ilyobacter tartaricus 2BL2_A 18-77 AMATATIFSGIGSAKGVGMTGEAAAALTTSQPEKFGQALILQLLPGTQGLYGFVIAFLIF Na+

2BL2_A 94-153 GASLPIAFTGLFSGIAQGKVAAAGIQILAKKPEHATKGIIFAAMVETYAILGFVISFLLV

Microorganism

Table S2. Sequence alignment of c/K subunits of V type ATPases.


