SUPPLEMENTARY TABLE S2: PRIMERS USED FOR CREATION OF CELL SPECIFIC/SELECTIVE RNAI KNOCKDOWN:

	NSM PRIMERS:
	

	CEH-2P::TPH-1RNAI
	

	CEH-2PF
	5’-TGGGTGTCACATTTTCGGTGG-3’

	CEH-2R:TPH-1PRS
	5’-CAGTACGAGTTGGTGTGAATTTCACTCCGA
ATATTAGAAAAAATAAG-3’

	CEH-2R:TPH-1PRA
	5’-ATATTTGTGCAAAAAGAGTGATTTTTCACT
CCGAATATTAGAAAAAATAAG-3’

	TPH-1TF
	5’- CTCTTCACACCAACTCGTACT -3’

	TPH-1TR
	5’-ACATAATCACTCTTTTTGCACAAATATCC-3’

	CEH-2PF*
	5’-CATTTTCGGTGGTCACGCA-3’

	TPH-1TR*
	5’-CTTTTTGCACAAATATCCAAATCATAAATAC-3’

	TPH-1TF*
	5’-CCAACTCGTACTGTTCGTCG -3’

	CEH-2P::INS-1RNAI
	

	CEH-2PF
	5’-TGGGTGTCACATTTTCGGTGG-3’

	CEH-2R:INS-1PRS
	5’-TTGACGAAACCAGTACATCCGAATATTAGAA
AAAATAAGTAAACTAGC-3’

	CEH-2R:INS-1PRA
	5’-TGCAATCAGGACGATAATCCGAATATTAGAA
AAAATAAGTAAACTAGC-3’

	INS-1TF
	5’-ATGTACTGGTTTCGTCAAGTTTACAG -3’

	INS-1TR
	5’-TTATCGTCCTGATTGCAGCAGAATG-3’

	CEH-2PF*
	5’-CATTTTCGGTGGTCACGCA-3’

	INS-1TR*
	5’-CTGATTGCAGCAGAATGTTTTGAG-3’

	INS-1TF*
	5’-TGGTTTCGTCAAGTTTACAGACC -3’

	CEH-2P::UNC-86RNAI
	

	CEH-2PF
	5’-TGGGTGTCACATTTTCGGTGG-3’

	CEH-2R:UNC-86PRS
	5’-TCCCGAAAAGTAGTTGCTATAGCCGAATATTA
GAAAAAATAAGTAAACTAGC-3’

	CEH-2R:UNC-86PRA
	5’-TAAAATTAGGAGTCACACAGCCGAATATTAGA
AAAAATAAGTAAACTAGC-3’

	UNC-86TF
	5’- CTATAGCAACTACTTTTCGGGAAT -3’

	UNC-86TR
	5’-CCTGTGTGACTCCTAATTTTATTCT-3’

	CEH-2PF*
	5’-CATTTTCGGTGGTCACGCA-3’

	UNC-86TR*
	5’-ATTCTTCTCTGCTTGAAATGCTCT-3’

	UNC-86TF*
	5’-AACTACTTTTCGGGAATCCACG -3’

	CEH-2P::MOD-5RNAI
	

	CEH-2PF
	5’-TGGGTGTCACATTTTCGGTGG-3’

	CEH-2R:MOD-5PRS
	5’-TGAACTTCAAGGACTTTGTATTTTCACTCCG
AATATTAGAAAAAATAAG-3’

	CEH-2R:MOD-5PRA
	5’-ATTTTAACAATAACTGCTATCGTTTCACTCC
GAATATTAGAAAAAATAAG-3’

	MOD-5TF
	5’- ATACAAAGTCCTTGAAGTTCAAAAAT -3’

	MOD-5TR
	5’-CGATAGCAGTTATTGTTAAAATC-3’

	CEH-2PF*
	5’-CATTTTCGGTGGTCACGCA-3’

	MOD-5TR*
	5’-AATCATTGTAACTGCTCAGCG-3’

	MOD-5TF*
	5’-CGAAGTTCAAAAATCAACAGGATTC -3’

	
	

	
	

	ADF PRIMERS:
	

	SRH-142P::TPH-1RNAI
	

	SRH-142PF
	5’-GGTCGCGAGCTTTGATTTCCTT-3’

	SRH-142R:TPH-1PRS
	5’-CAGTACGAGTTGGTGTGAAATTGGCAAAAA
GAAAAAAGAGGTGCAA-3’

	SRH-142R:TPH-1PRA
	5’-ATATTTGTGCAAAAAGAGTGATTATTGGCA
AAAAGAAAAAAGAGGTGCAA-3’

	TPH-1TF
	5’-CTCTTCACACCAACTCGTACT -3’

	TPH-1TR
	5’-ACATAATCACTCTTTTTGCACAAATATCC-3’

	SRH-142PF*
	5’-CTCCAGCTTGAAGGGAAATTG-3’

	TPH-1TR*
	5’-CTTTTTGCACAAATATCCAAATCATAAATAC-3’

	TPH-1TF*
	5’-CCAACTCGTACTGTTCGTCG-3’

	SRH-142P::INS-1RNAI
	

	SRH-142PF
	5’-GGTCGCGAGCTTTGATTTCCTT-3’

	SRH-142R:INS-1PRS
	5’-TCTGTAAACTTGACGAAACCAGTATTGGCAA
AAAGAAAAAAGAGGTGC-3’

	SRH-142R:INS-1PRA
	5’-TCAAAACATTCTGCTGCAATCAGGATTGGCA
AAAAGAAAAAAGAGGTGC-3’

	INS-1TF
	5’-ATGTACTGGTTTCGTCAAGTTTACAG-3’

	INS-1TR
	5’-TTATCGTCCTGATTGCAGCAGAATG-3’

	SRH-142PF*
	5’-CTCCAGCTTGAAGGGAAATTG-3’

	INS-1TR*
	5’-CTGATTGCAGCAGAATGTTTTGAG-3’

	INS-1TF*
	5’-TGGTTTCGTCAAGTTTACAGACC-3’

	SRH-142P::OSM-9RNAI
	

	SRH-142PF
	5’-GGTCGCGAGCTTTGATTTCCTT-3’

	SRH-142R:OSM-9PRS
	5’-ATTCACAGGCGGTACGGATGGCAAAAAGAA
AAAAGAGGTGC-3

	SRH-142R:OSM-9PRA
	5’- TTCCTGGTTTCCTTCTCGCAAGGGCAAAAAG
AAAAAAGAGGTGC-3

	OSM-9TF
	5’-ATCCGTACCGCCTGTGAATTGTT-3’

	OSM-9TR
	5’-CTTGCGAGAAGGAAACCAG-3’

	SRH-142PF*
	5’-CTCCAGCTTGAAGGGAAATTG-3’

	OSM-9TR*
	5’-GGAAACCAGGAAGATCGC-3’

	OSM-9TF*
	5’-CGCCTGTGAATTGTTAACAATTTTG-3’

	SRH-142P::MOD-5RNAI
	

	SRH-142PF
	5’-GGTCGCGAGCTTTGATTTCCTT-3’

	SRH-142R:MOD-5PRS
	5’-TGAACTTCAAGGACTTTGTATATTGGCAAAA
AGAAAAAAGAGGTGCAA-3’

	SRH-142R:MOD-5PRA
	5’-ATTTTAACAATAACTGCTATCGATTGGCAAA
AAGAAAAAAGAGGTGCAA-3’

	MOD-5TF
	5’-ATACAAAGTCCTTGAAGTTCAAAAAT -3’

	MOD-5TR
	5’-CGATAGCAGTTATTGTTAAAATC-3’

	SRH-142PF*
	5’-CTCCAGCTTGAAGGGAAATTG-3’

	MOD-5TR*
	5’-AATCATTGTAACTGCTCAGCG-3’

	MOD-5TF*
	5’-CTTGAAGTTCAAAAATCAACAGGATTC-3’

	
	

	EGL-47P::MOD-5RNAI
	

	EGL-47PF
	5’-ACTTTTTCTTTGGAAACGTTGAGT-3’

	EGL-47R:MOD-5PRS
	5’-TGAACTTCAAGGACTTTGTATCTGATAAGG
TTCATTCATTTTAAATACA-3’

	EGL-47P::MOD-5PRA
	5’-ATTTTAACAATAACTGCTATCGCTGATAA
GGTTCATTCATTTTAAATACA-3’

	MOD-5TGF
	5’-ATACAAAGTCCTTGAAGTTCAAAAAT-3’

	MOD-5TGR
	5’-CGATAGCAGTTATTGTTAAAATC-3’

	EGL-47PF*
	5’-AACGTTGAGTGTCTTGGAG-3’

	MOD-5TGR*
	5’-AATCATTGTAACTGCTCAGCG-3’

	MOD-5TGF*
	5’-CTTGAAGTTCAAAAATCAACAGGATTC-3’








