	microRNA
	P-value for enrichment of predicted target sites in OCM genes
	Predicted OCM target genes

	miR-125/351
	0.0033
	MMAB, MTHFR, SLC19A1, DHFR, SLC46A1, SARDH, MAT2A, DNMT3B, FPGS, MTR, MAT1A

	miR-127
	0.0825
	MTHFR

	miR-186
	0.0982
	MMAB, MTHFR, BHMT, CUBN, GGH, DHFR, MAT2A, FOLH1, GART, SLC25A32, MTR

	miR-1224
	0.1042
	MMAB, SLC19A1, SLC46A1, MTHFD2L, FTCD, MTR

	miR-22
	0.1235
	MTHFR, SLC19A1, MAT2A, MTHFD2, DC320, TCN2


