Table S2. Number of mutations selected in each of 39 mouse adapted variants from 10 replicate mouse adaptation experiments.
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a

HK-wt

0 0 0 0 0 0 0 0 0 0 0 0 >7.7

MA-12

1 0 0 1 1 2 1 0 0 0 0 6 4.0

MA-12A

1 1 0 0 1 2 1 0 0 0 0 6 3.9

MA-12B

1 0 0 2 1 2 1 0 0 0 0 7 3.6

MA-12C

1 0 0 1 1 2 1 0 0 0 0 6 4.6

MA-12D

1 1 0 0 1 2 0 0 0 1 0 6 5.1

MA-12E

1 0 0 1 1 1 0 0 0 0 0 4 5.4

MA-20

1 2 0 1 1 2 1 0 1 1 0 10 2.9

MA-20A

2 0 0 1 1 2 0 0 1 1 0 8 4.0

MA-20B

1 0 0 1 2 2 1 1 0 1 1 10 3.0

MA-20C

1 0 0 1 2 2 1 1 0 1 0 9 2.6

MA-20D

1 1 0 1 2 2 1 0 0 1 0 9 3.5

MA-20E

1 0 0 1 1 2 1 1 0 0 0 7 3.6

MA21-1-1

1 0 0 1 2 1 0 0 0 0 0 5 nd

MA21-1-2

1 0 0 1 2 0 1 0 0 0 0 5 nd

MA21-1-3

2 0 0 1 1 2 0 0 0 0 0 6 nd

MA21-2-1

1 1 0 1 1 1 1 0 0 0 0 6 nd

MA21-2-2

1 0 0 1 1 1 1 0 0 0 0 5 nd

MA21-2-3

1 0 0 0 1 1 1 0 0 0 0 4 nd

MA21-4-1

3 1 0 1 1 1 0 0 0 1 0 8 4.5

MA21-4-2

1 1 0 1 1 1 0 0 0 1 0 6 nd

MA21-4-3

1 1 0 1 1 1 1 0 0 2 0 8 2.8

MA21-5-1

2 1 0 0 2 2 1 0 0 1 0 9 5.5

MA21-5-2

1 1 0 1 1 2 1 0 0 2 0 9 nd

MA21-5-3

1 1 0 1 1 1 0 0 0 2 0 7 5.5

MA21-6-1

2 1 0 1 1 1 1 0 0 0 0 7 nd

MA21-6-2

3 1 0 1 2 1 0 1 1 1 1 12 nd

MA21-6-3

2 1 0 1 1 1 2 0 1 1 1 11 1.1

MA21-8-1

2 1 0 1 2 0 1 0 0 0 0 7 nd

MA21-8-2

1 1 0 1 2 1 1 0 0 0 0 7 nd

MA21-8-3

1 1 0 1 3 2 1 0 0 0 0 9 nd

MA21-9-1

1 0 0 0 1 2 1 0 0 0 0 5 nd

MA21-9-2

1 1 0 1 1 1 1 0 1 0 0 7 nd

MA21-9-3

1 1 0 1 1 3 1 0 0 1 2 11 6.5

MA21-11-1

3 2 0 2 1 2 1 0 0 1 0 12 nd

MA21-11-2

3 1 0 1 1 2 0 0 0 1 1 10 5.8

MA21-11-3

2 1 0 1 1 1 0 0 0 0 0 6 nd

MA21-12-1

1 1 0 1 1 2 1 1 0 0 0 8 nd

MA21-12-2

1 1 0 1 1 2 0 1 0 0 0 7 nd

MA21-12-3

1 2 0 2 1 2 1 1 0 0 0 10 nd

average

1.380.720.0 0.951.281.540.720.180.130.510.15 7.56

4.1

b

number of amino acid substitutions


Clones from specific populations are indicated as MA-12, MA-20, or 

MA21 population#-clone #. 
nd, not done

a, mouse median lethal dose values for HKMA12 and MA20 strains from 
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b, geometric mean of log10 values
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