Table S6. Summary table of the effects of sampling area and year (context: pre- versus post-spill) on the catch rates of the 20 most abundant fishes collected during surveys in northern Gulf of Mexico seagrass meadows. Significance results are based on 2-way ANOVAs. 
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Lagodon rhomboides df SS MS F P Leiostomus xanthurus df SS MS F P

sampling area 3 312851448.4 104283816.1 90.908 <.0001 sampling area 3 1821.6 607.2 0.492 0.688

context 1 10301756.2 10301756.2 8.980 0.003 context 1 74.2 74.2 0.060 0.806

sampling area * context 3 112323996.6 37441332.2 32.639 <.0001 sampling area * context 3 611.2 203.7 0.165 0.920

residuals 845 969325316.4 1147130.6 residuals 845 1042838.4 1234.1

Eucinostomus spp. df SS MS F P Opsanus beta df SS MS F P

sampling area 3 2027521.6 675840.5 5.133 0.002 sampling area 3 6228.9 2076.3 28.745 <0.001

context 1 340814.1 340814.1 2.589 0.108 context 1 645.0 645.0 8.930 0.003

sampling area * context 3 98720.4 32906.8 0.250 0.861 sampling area * context 3 1611.8 537.3 7.438 <0.001

residuals 845 111253498.8 131660.9 residuals 845 61036.7 72.2

Bairdiella chrysoura df SS MS F P Arius felis df SS MS F P

sampling area 3 3060460.2 1020153.4 14.991 <.0001 sampling area 3 13326.5 4442.2 3.833 0.010

context 1 34782.4 34782.4 0.511 0.475 context 1 1604.3 1604.3 1.384 0.240

sampling area * context 3 245736.7 81912.2 1.204 0.307 sampling area * context 3 13585.1 4528.4 3.907 0.009

residuals 845 57501890.6 68049.6 residuals 845 979336.5 1159.0

Orthopristis chrysoptera df SS MS F P Nicholsina usta df SS MS F P

sampling area 3 1597114.3 532371.4 26.819 <.0001 sampling area 3 9584.0 3194.7 11.815 <0.001

context 1 19755.9 19755.9 0.995 0.319 context 1 573.1 573.1 2.119 0.146

sampling area * context 3 210212.9 70071.0 3.530 0.015 sampling area * context 3 3597.5 1199.2 4.435 0.004

residuals 845 16773482.9 19850.3 residuals 845 228485.9 270.4

Lutjanus griseus df SS MS F P Sphoeroides spp. df SS MS F P

sampling area 3 197315.2 65771.7 15.974 <.0001 sampling area 3 792.7 264.2 6.221 <0.001

context 1 26.6 26.6 0.006 0.936 context 1 1.3 1.3 0.030 0.864

sampling area * context 3 94228.5 31409.5 7.628 <.0001 sampling area * context 3 121.8 40.6 0.956 0.413

residuals 845 3479248.8 4117.5 residuals 845 35891.9 42.5

Stephanolepis hispidus df SS MS F P Blenniidae df SS MS F P

sampling area 3 755792.7 251930.9 35.010 <.0001 sampling area 3 3109.8 1036.6 9.266 <0.001

context 1 74878.7 74878.7 10.406 0.001 context 1 1203.9 1203.9 10.761 0.001

sampling area * context 3 519496.4 173165.5 24.064 <.0001 sampling area * context 3 1837.2 612.4 5.474 0.001

residuals 845 6080633.7 7196.0 residuals 845 94532.9 111.9

Lutjanus synagris df SS MS F P Mycteroperca microlepis df SS MS F P

sampling area 3 44055.8 14685.3 14.198 <.0001 sampling area 3 721.5 240.5 4.187 0.006

context 1 3534.8 3534.8 3.417 0.065 context 1 64.1 64.1 1.116 0.291

sampling area * context 3 16430.0 5476.7 5.295 0.001 sampling area * context 3 188.4 62.8 1.093 0.351

residuals 845 874009.7 1034.3 residuals 845 48535.5 57.4

Cynoscion nebulosus df SS MS F P Paralichthys spp. df SS MS F P

sampling area 3 626396.5 208798.8 120.869 <0.001 sampling area 3 759.4 253.1 6.108 <0.001

context 1 124938.0 124938.0 72.324 <0.001 context 1 25.1 25.1 0.606 0.437

sampling area * context 3 179211.1 59737.0 34.581 <0.001 sampling area * context 3 261.4 87.1 2.103 0.098

residuals 845 1459715.6 1727.5 residuals 845 35021.2 41.4

Syngnathus spp. df SS MS F P Archosargus probatocephalus df SS MS F P

sampling area 3 47033.2 15677.7 7.421 <0.001 sampling area 3 9850.8 3283.6 47.851 <0.001

context 1 11977.8 11977.8 5.670 0.018 context 1 3881.0 3881.0 56.558 <0.001

sampling area * context 3 25556.1 8518.7 4.032 0.007 sampling area * context 3 3659.5 1219.8 17.777 <0.001

residuals 845 1785087.7 2112.5 residuals 845 57984.7 68.6

Chilomycterus schoepfi df SS MS F P Lactophrys quadricornis df SS MS F P

sampling area 3 9332.4 3110.8 6.003 0.001 sampling area 3 2339.7 779.9 10.414 <0.001

context 1 2543.3 2543.3 4.908 0.027 context 1 76.6 76.6 1.023 0.312

sampling area * context 3 7505.2 2501.7 4.828 0.002 sampling area * context 3 661.6 220.5 2.945 0.032

residuals 845 437873.5 518.2 residuals 845 63280.7 74.9


