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	Up-regulated in deletion mutant
	Down-regulated in deletion mutant

	Gene ID
	Fold change
	Common Name
	Gene ID
	Fold change
	Common Name

	Rv0005
	1.7
	gyrB
	Rv0053
	1.7
	rpsF

	Rv0033
	1.5
	Rv0033
	Rv0080
	1.6
	Rv0080

	Rv0090
	1.7
	Rv0090
	Rv0081
	2.0
	Rv0081

	Rv0151
	1.7
	
	Rv0136
	1.5
	Rv0136

	Rv0162
	1.7
	
	Rv0430
	1.6
	Rv0430

	Rv0288
	2.2
	Rv0288
	Rv0443
	1.6
	Rv0443

	Rv0305
	1.9
	
	Rv0474
	1.5
	Rv0474

	Rv0327
	1.5
	
	Rv0481
	1.6
	

	Rv0337
	1.5
	
	Rv0537
	1.7
	

	Rv0344
	1.6
	
	Rv0661
	2.3
	

	Rv0395
	1.6
	Rv0395
	Rv0678
	2.3
	Rv0678

	Rv0402
	2.7
	
	Rv0723
	1.6
	rplO

	Rv0404
	2.1
	fadD30
	Rv0754
	1.5
	PE PGRS

	Rv0439
	1.5
	
	Rv0785
	1.5
	Rv0785

	Rv0449
	1.6
	
	Rv0805
	1.6
	Rv0805

	Rv0450
	1.9
	
	Rv0884
	1.6
	

	Rv0565
	2.0
	
	Rv0885
	2.3
	Rv0885

	Rv0656
	1.9
	
	Rv0945
	1.9
	Rv0945

	Rv0687
	2.0
	Rv0687
	Rv0978
	3.5
	

	Rv0755
	2.3
	
	Rv1067
	2.8
	

	Rv0759
	1.8
	
	Rv1133
	1.5
	

	Rv0782
	1.5
	ptrBa
	Rv1177
	1.7
	fdxC

	Rv0786
	1.9
	
	Rv1256
	2.6
	

	Rv0899
	1.5
	ompA
	Rv1276
	1.6
	

	Rv0929
	1.5
	pstC2
	Rv1292
	2.1
	argS

	Rv0931
	5.9
	
	Rv1299
	1.5
	prfA

	Rv0961
	1.8
	Rv0961
	Rv1301
	1.7
	Rv1301

	Rv0991
	2.1
	
	Rv1393
	1.5
	

	Rv1037
	1.9
	
	Rv1395
	1.7
	Rv1395

	Rv1038
	2.7
	
	Rv1630
	2.0
	rpsA

	Rv1047
	2.1
	Rv1047
	Rv1825
	1.9
	Rv1825

	Rv1052
	1.7
	Rv1052
	Rv1844
	1.7
	

	Rv1148
	2.2
	
	Rv1958
	1.9
	

	Rv1149
	4.6
	
	Rv1984
	1.6
	

	Rv1182
	1.8
	papA3
	Rv1992
	1.5
	

	Rv1185
	1.6
	
	Rv2007
	2.2
	

	Rv1196
	2.0
	PPE
	Rv2028
	2.1
	

	Rv1197
	2.6
	Rv1197
	Rv2030
	1.9
	

	Rv1198
	2.1
	
	Rv2031
	1.6
	

	Rv1298
	1.7
	rpmE
	Rv2195
	1.5
	qcrA

	Rv1346
	2.0
	fadE14
	Rv2233
	2.0
	

	Rv1361
	1.9
	
	Rv2244
	2.0
	acpM

	Rv1370
	1.8
	
	Rv2245
	1.6
	kasA

	Rv1417
	1.5
	Rv1417
	Rv2462
	1.8
	

	Rv1431
	1.6
	Rv1431
	Rv2574
	1.7
	Rv2574

	Rv1515
	1.7
	
	Rv2582
	2.0
	ppiB

	Rv1548
	1.8
	
	Rv2585
	1.7
	

	Rv1572
	2.3
	
	Rv2624
	2.3
	

	Rv1574
	4.8
	Rv1574
	Rv2625
	2.3
	

	Rv1582
	1.7
	
	Rv2629
	3.7
	Rv2629

	Rv1585
	1.6
	
	Rv2630
	3.9
	Rv2630

	Rv1614
	1.5
	lgt
	Rv2631
	2.1
	Rv2631

	Rv1641
	1.9
	infC
	Rv2657
	1.7
	

	Rv1646
	1.6
	PE
	Rv2689
	1.7
	

	Rv1724
	1.7
	
	Rv2838
	1.7
	

	Rv1757
	2.2
	
	Rv2846
	2.0
	

	Rv1763
	2.5
	
	Rv2897
	1.7
	

	Rv1792
	2.3
	
	Rv3016
	1.5
	lpqA

	Rv1793
	2.1
	Rv1793
	Rv3118
	1.5
	sseC

	Rv1818
	1.6
	
	Rv3128
	1.7
	

	Rv1887
	5.2
	Rv1887
	Rv3130
	2.0
	

	Rv1890
	3.3
	
	Rv3252
	1.5
	

	Rv1899
	1.5
	
	Rv3284
	2.0
	Rv3284

	Rv1918
	1.5
	
	Rv3288
	1.5
	

	Rv1925
	1.5
	fadD31
	Rv3289
	2.4
	

	Rv1928
	1.5
	
	Rv3312
	1.8
	

	Rv1949
	1.6
	
	Rv3442
	1.6
	

	Rv1960
	4.4
	
	Rv3458
	1.8
	

	Rv1978
	1.7
	Rv1978
	Rv3579
	2.0
	

	Rv1979
	1.5
	
	Rv3667
	2.6
	acs

	Rv1980
	2.2
	
	Rv3676
	1.6
	Rv3676

	Rv2076
	1.5
	
	Rv3804
	2.6
	

	Rv2155
	1.7
	
	Rv3840
	1.8
	Rv3840

	Rv2177
	1.7
	
	Rv3841
	5.7
	bfrB

	Rv2229
	4.7
	
	Rv3919
	1.7
	

	Rv2267
	2.1
	
	
	
	

	Rv2270
	1.6
	lppN
	
	
	

	Rv2275
	1.5
	Rv2275
	
	
	

	Rv2278
	1.5
	
	
	
	

	Rv2329
	1.6
	
	
	
	

	Rv2339
	1.7
	mmpL9
	
	
	

	Rv2346
	1.9
	
	
	
	

	Rv2347
	2.0
	
	
	
	

	Rv2353
	2.2
	
	
	
	

	Rv2442
	1.7
	
	
	
	

	Rv2443
	1.7
	dctA
	
	
	

	Rv2457
	1.6
	
	
	
	

	Rv2466
	2.0
	
	
	
	

	Rv2492
	1.6
	Rv2492
	
	
	

	Rv2521
	1.7
	bcp
	
	
	

	Rv2556
	3.9
	
	
	
	

	Rv2608
	2.4
	PPE
	
	
	

	Rv2641
	2.5
	Rv2641
	
	
	

	Rv2663
	1.6
	Rv2663
	
	
	

	Rv2718
	1.7
	
	
	
	

	Rv2722
	4.3
	Rv2722
	
	
	

	Rv2737
	1.9
	
	
	
	

	Rv2809
	1.7
	Rv2809
	
	
	

	Rv2817
	1.7
	
	
	
	

	Rv2865
	1.9
	Rv2865
	
	
	

	Rv2874
	1.6
	Rv2874
	
	
	

	Rv2902
	1.6
	
	
	
	

	Rv2916
	1.9
	
	
	
	

	Rv2928
	2.4
	tesA
	
	
	

	Rv2949
	1.8
	
	
	
	

	Rv2950
	1.7
	
	
	
	

	Rv2957
	1.8
	Rv2957
	
	
	

	Rv2963
	2.2
	Rv2963
	
	
	

	Rv2987
	1.7
	
	
	
	

	Rv2993
	6.6
	
	
	
	

	Rv3019
	2.1
	
	
	
	

	Rv3059
	1.5
	Rv3059
	
	
	

	Rv3096
	1.7
	Rv3096
	
	
	

	Rv3117
	2.0
	cysA3
	
	
	

	Rv3164
	1.5
	
	
	
	

	Rv3186
	2.1
	
	
	
	

	Rv3193
	1.6
	
	
	
	

	Rv3272
	1.5
	Rv3272
	
	
	

	Rv3277
	6.3
	Rv3277
	
	
	

	Rv3298
	6.8
	
	
	
	

	Rv3316
	1.8
	sdhC
	
	
	

	Rv3325
	1.9
	
	
	
	

	Rv3347
	1.7
	
	
	
	

	Rv3360
	1.6
	Rv3360
	
	
	

	Rv3423
	4.0
	
	
	
	

	Rv3450
	1.6
	
	
	
	

	Rv3456
	5.9
	
	
	
	

	Rv3460
	1.6
	
	
	
	

	Rv3602
	2.3
	
	
	
	

	Rv3614
	1.5
	
	
	
	

	Rv3619
	7.3
	
	
	
	

	Rv3620
	12.3
	
	
	
	

	Rv3698
	1.8
	Rv3698
	
	
	

	Rv3713
	6.3
	cobQ2
	
	
	

	Rv3719
	5.8
	Rv3719
	
	
	

	Rv3846
	2.1
	sodA
	
	
	

	Rv3852
	1.5
	hns
	
	
	



Strains were cultured as for 7d in the Wayne model of hypoxia.  A minimum of three RNA samples were isolated from independent cultures. The labelled cDNA was hybridised in duplicate in competition with labelled genomic DNA (control). The dyes were swapped between the two hybridisations so that for each RNA sample two hybridizations were performed. Each gene was present on the array twice, giving a total of twelve readings per gene per condition. Data was loaded into Genespring (Silicon Genetics) for analysis and normalised as follows. Values below 0.01 were set to 0.01.  Each gene's measured intensity was divided by its control channel value in each sample; if the control channel was below 10 then 10 was used instead. If the control channel and the signal channel were both below 10 then no data was reported.  Each measurement was divided by the 50th percentile of all measurements in that sample. The percentile was calculated with all raw measurements above 10, using all genes not marked absent. Statistical analyisis using Genespring (ANOVA or t-test with multiple correction testing) was used to find genes whose expression differed between the wild-type and deletion strain; genes whose expression changed by more than 1.5-fold are given.
