Table S2. Codon frequencies in Haloquadratum walsbyi
	
	
	
	3rd BASE
	

	AA
	%(total)
	1st/2nd BASES
	A
	G
	C
	T
	most frequent codon

	T
	7.70
	AC
	2.96
	1.67
	1.42
	1.66
	ACA

	A
	9.18
	GC
	3.56
	1.90
	1.30
	2.41
	GCA

	G
	7.31
	GG
	2.26
	1.43
	1.24
	2.38
	GGT

	V
	7.74
	GT
	0.96
	1.41
	2.45
	2.92
	GTT

	P
	4.29
	CC
	1.95
	1.09
	0.47
	0.79
	CCA

	I
	6.13
	AT
	0.79
	
	2.20
	3.14
	ATT

	M
	1.47
	AT
	
	1.47
	
	
	-

	N
	3.43
	AA
	
	
	1.21
	2.22
	AAT

	K
	2.49
	AA
	1.44
	1.05
	
	
	-

	D
	7.85
	GA
	
	
	2.70
	5.14
	GAT

	E
	7.65
	GA
	3.74
	3.91
	
	
	-

	H
	2.16
	CA
	
	
	0.86
	1.30
	CAT

	Q
	3.47
	CA
	1.69
	1.78
	
	
	-

	Y
	2.81
	TA
	
	
	0.97
	1.84
	TAT

	C
	0.81
	TG
	
	
	0.25
	0.56
	TGT

	W
	1.03
	TG
	
	1.03
	
	
	-

	F
	3.20
	TT
	
	
	1.54
	1.67
	TTT

	R
	5.86
	CG
	1.79
	1.07
	1.00
	1.45
	CGA

	
	
	AG
	0.39
	0.16
	
	
	

	L
	8.25
	CT
	0.56
	1.00
	2.22
	2.78
	CTT

	
	
	TT
	0.92
	0.79
	
	
	

	S
	6.82
	TC
	2.16
	1.05
	0.57
	0.97
	TCA

	
	
	AG
	
	
	0.84
	1.23
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