Table S1. Strongly under-represented tetramer sequences in Hqr. walsbyi C23T replicons
	Replicon
	Most under-represented Tetramers
	Comment

	Chromosome
	CTAG, GGCC, AGCT
	Z-scores better than 10-80, as calculated by the TETRA program of 
 ADDIN EN.CITE 
[77]


	PL100
	GGCC, CGCG
	Z-scores better than 10-17

	PL6A
	GGCC (0 sites), CTAG (3 sites)
	

	PL6B
	GGCC (0 sites), CTAG (0 sites)
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