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Figure S1: Alignment of Parabasalid Rpb1 proteins indicating
residues indicated in bold, conserved insertions |sifadslfedilists RTINS
Dashes indicate gaps or missing data. Arrows indicate the positions of PCR primers. Amino acid positions are indicated numerically

in parentheses.
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RPB1AF1>
HIKLATVLYHIGYIDIVYKI
HIRFVRPLYHIGYIDIVYKI
HLKLAEPLFHIGYLDVVYKL
HINLAYPLFHFGYIDVVYKI
HIELAEPVFHIGYIDIVYKI
HIELAEPVFHIGYVDVVYKL
TPLFHVGFADKVYKL
MKGIADDSSLIGSIDFGLFDPEEVKKFAACEITKPONYENGKIVTGGLSDLRMGTQSPEYRCRTCGQDLONCPGHFGYINLAEPFFHIGFSDKVYKI
GFHDKVYKL
YIKLAEPFFHVGFLKHVYKI
YIKLAEPFFHVGFLKHVYKI
YIRLAEPFFHVGFLPHCYKL
MANVRQNAIESCLVGSIDFGLFDPEKIEMFGACEITENQMMDKGEYVKGGLSDLRMGTQTRERLCDTCGRNQEDCPGHFGYIRLAEPFFHVGFLPHCYKL
Region A zinc finger
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LQCVCPSCSRLLVGYADPHVQEAVLRYKGKKRLLATHATATKSSTRYCKHLEKKKSTKGVSGP~----NQAQQSNPEEADYVKNDRFWKI
LQOCVCSKCGRLLASYSQPELQSAVTHYHGRNRFLKVYEITHGR-KAGCEHKKTKEMIKQQOKAAQDQGAPAPAENAALADAAKNAEFWRR—---VSNTLDE

MQCICHRCGRLKVNYAEPEFQRIIKNYHGKQRLIHMHEFCSSR~--KKCDH- —=VKVP--TPETPDVVKDISFWKE] [EIENEAQL
LNCVCHSCGRLLLSYGNPAVQRIVKNYQGKKRFDKIVEICRLS---SCEH EKRA-NDGAYDDIVKDKAFWD. -VPEDGDY
LQOCVCHNCGRLLVSYAEPELQHIVLNYHGKQRLIKIHELLKSR--KSCCP SKGONIDESCPDKVKDPAFWNE -FKDDDDY
LQCVCHNCGRLLVSYSEPELQKIVLNYHGKQRLVRILELTKSR--HQCSH SKTPNGEDVHPDIVKNPAFWKE| —-VDEDGNY

LQOIVCHKCGRLLCDYGEIEIQKIVKHCQGKQRFLKIFEHIKSS-NHECKH
LOMVCHKCGRLLVSYSDPEVQYIVTHFKGKDRFTRIFEKISGK~-THKCAH-
LOMVCHHCGRLNCNYSDPQLOQIVKNCKGKDRFNRVYELIGKKTGAKCKYAQKGEK-—
LOMVCHKCGRLNCSYGDPEIQYIATHYKGKQRFEKLFDYVADK~-NKDCCD-
LOMVCHKCGRLNCSYGDPEIQYIATHFKGKQRFDAIFNYIASS-TRDCSD-
LOMVCHSCGRVLCNYSDPEIQFIVRHYKGKNRFLKLFEKISNKQCQKCSS—
LOMVCHKCGRVLCSYSDPEIQYIVTHYKGKNRFLKLFEKIASK~-SGKCQH-

KEST-KNKENPDFVEDKKFWRI----INGDSPH
PTEKNKDPSQADEVVDEEFWNR. -VNGGL-N
—-NPQEAQDEATYDMVSDDRFWEI-~---VNGGP-D
—-SPNA-KDQTNPDFVSDERFWEI----VNGDE-T
—-SPAA-KDKESPDVVADERFWEI----VNGDA-T
—-GEDK-NSNKDMDCVSDDRFWEI-~---VNGDA-H
—-SPDL-KNPNEPDVCLDERFWEL-~---VNGDS-H

LQMVCHKCGRVLCSYSDPEIQY IVTHYKGKNRFLKLFEKTASK-SGKCQH-——————————o—mm e SPDL-KNPNEPDVCLDERFWEL--—--VNGDS-H
210 220 230 240 250 260 270 280 290 300]
. . . . . . . . . .1
RPB1AF2>

EKWKRESQPCGNAVPELTKENDGHIKKKDPARGEP--DLIESSKVLEILHNISEQDIRILGFDPQKCRPEWMMVKILPVPPPHVRPFIRQGG--HVTQDE
SQWVRKSQPCGSKONELEKNAQGRISRKDV-RGES-~-GIITAEVAYEILRQITDQDIRILGFDPIRCHPKWMILKVLPVPPLHVRPAVAMDG-VHKSQDD
SEDLRNKTPCSHDVPEISRDEDGNFRLKEHSGGGGGIDIISASQILEIFKQMSDYDILALGLDPKRSHPEWMICTVLPIPPPHVRPPVRAEG-SAPSQDD
SKDLRNIPTCGTIHYNVAREQDGTIRYKGKGNNE---E-FSAAAALDVFKLMKDCDIRVLGLDPERSHPKWMILTILPVPPPHVRPPVRVEG-LNPSPDD
DEDFRNVQPCGQTVPEISKESDFTLKMKTPSKSSS--DILSAKSVLEILKHMNIYDIRVLGFNTERARPEWMISTILPVPPPHVRPAIVMDS~-SRPSQDD
DQODFRKMDPCGQOMIPEITKDGDFTIKMKDPSRNAQ--DALSAKKVLEILKHLSPLDTKILGFDEEKAKPEWMICTILPVPPPHVRPAILMDG-SNMCQDD
QECVRTKKPCNEKVPEVVQAKDFLVAYKDSRNYDG--DTISADHVFSIFENMSDODIRILGFNPIRSHPKWLILKVLPVPPLAVRPQVEAP
GEHHRVKEPCNEAVPEVAMGKDFLVIYKDGSKTDE--DYIPAERVLNIFENISDODLRIMGFDPKRSHPKWMILTVLPVPPLSVRPQVSSP
GPHERLNRPCGKEIPGVEMGKDLMVKYKEDQSGV---DYPSAETVLRIFSSMTDODVRILGFNVERSHPKWMILEVLPVPPLTVRPQVEAP
SEHRRIKVPCKSKSVAIEQGKDFLIKYKDTSKTEE--DYLSAEYVLRIFENISDQDVRLMGFNVKRSHPKWMILKVLPVPPLAVRPQVVSP!
SEHRRMKVPCKSKPVAIEQGQDFLIKYKDTSKTEE--DYLSAEYVLRIFENISDQDVRLMGFNVKRSHPKWMILKVLPVPPLAVRPQVVSP!
SDHVRIKKPCESTVPAVEQGKHFLIKYKDSSANED--DYIPAEKVLRIFENISDQODVRLLGFNVKRSHPKWLIIKILPVPPLAVRPQVVSP!
SEHVRVKKPCNATVPAIEQGKDFLIKLKDVSKTEE--DYLSAEVVLRIFENISDQDVRLLGFNPKRSHPKWMILKILPVPPLAVRPQVVSP!
SEHVRVKKPCNAAVPAIEQGKDFLIKLKDVSKTEE--DYLSAEVVLRIFENISDODVRLLGFNPKRSHPKWMILKILPVPPLAVRPQVVSP!
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. . . . . . . . . .1
VSHOLGQI ILLNKKVQEDITNGIPATKROEDEFALQQCVTTYF INDKPSIDRATLKNGRPIKAISORLKGKMGHIRGHLSGKRVNFSARSVISPDPSISI

VTKKLSTIIMCNNSLENNINNGSANTVITEDLDTLQLHVTTYMVNDKPSIQRATMKNGRPFKAISQRLKGKSGHIRGHLSGKRVNFSSRSVISPDPSISI
VTHKLASIIQANNHLLKLKQEGAQQVALNENIELLOQWHVTTYFINDKPSIKRATTKNGKPIKAISQRLKGKEGHIRGHLSGKRVDFSARSVISPDPSIRI
VTQHLGTILRCNNNLKKDKKGSNSQTTIKDSLGLLOWNVTTYFVNDKPSIKRAVTRNNKPIKSISQRLKGKEGHIRGHLNGKRVDFSARSVISPDPSIRI
VTHKLATILQTNNHLKKLIQDNAQQVAQQODAIEMLQYHISTYLINDKPALQRATTKNGRPIKAISQRLKGKEGHIRGHLSGKRVNFSARSVISPDPSISI
VTHKLASIVQVNNHLKKLIADNVQLVAKKEYIDLLQYHISTYFINDKPSLOQRATTKNGRPIKAISQRLKGKEGHIRGHLSGKRVNFSARSVISPDPSISI
VTHKLIDIIRINNSIADHTRNKGTETAIKQEKMLLQYHVTTYLINDKPSIARATTKNGRPLKVISMRLKGKEGHIRGHLSGKRVDFSARSVISPDPSISI
VTHKLHSLLQTNEHLKLQLANGAPDTALAEDRQLLOWHISTYFINDKPSMDRAENKSHRPLKVISQRLKGKEGHIRGHLSGKRVNFSARSVISPDPSIEIL
VTHKLVTIIQFNNRLAELKRQSATDTALKETRQFMQYHLTTYMINDKPSILRATTKNGRPLKVISQRLKGKEGHIRGHLSGKRDDFSARSVISPDPSISI
ITHKLSDIIKNNNHLAALRNDSSTDTAMNETRALLQYHITTYFINDKPSILRATTKNGRPLKVISQRLKGKEGHLRGHLSGKRDDFSARSVISPDPSISI
ITHKLVDIIKINNNLIALRNDSSTDTAMNDTRKLLOYHITTYFINDKPSILRATTKNGRPLKVISQRLKGKEGHLRGHLSGKRDDFSARSVISPDPSISI
VTHKLSDIIQVNNKLTQLKNESSTDTAMKEVRQLLOQYHITTYLCNDKPSIDRAQTKNGRPLKVISQRLKGKEGHLRGHLSGKRDDFSARSVISPDPSISI
ITHKLSDIIICNKRLRAQRSESSTDTAMKETRTLLQYHITTYMINDKPSIERAVTKSGRPLKVISQRLKGKEGHLRGHLSGKRDDYSARSVISPDPSISI
ITHKLSDIIICNKRLRAQRSESSTDTAMKETRTLLOQYHITTYMINDKPSIERAVTKSGRPLKVISQRLKGKEGHLRGHLSGKRDDYSARSVISPDTSISI
Region B, DNA binding
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conserved regions A-H (underlined), with 100% identical amino acid
, and the a-amanitin sensitive region highlighted by a black box.
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TVRPB1DF> RPB1ICIF>

RPB1C2F>
DQVGVPFELAKILTFPEVVNSLNIKDMQQLVYNGPDSQDGAKAVITPLGARFSLGDTQESTVQHLDYGSVVERHLRDNDIVIFNRQPSLHKMSMMGHYAK [415]
DQVGVPQEIARILTFPEVVTARNLTEMQRLVYNGNEAQEGANYVITPQGTRINLAVTQESTAMQOLDHDSIVERHLRDDDIVIFNRQPSLHKMSMMGHRAR [413]

DQVGVPQEIAKILTFPEVVTPRNREELTKLVINGPEELKGANYIITPQQOMKIDLSHATERTAIHLDDLAIVERHLTDGDIVIFNRQPSLHKMSMMGHHAL [405]
DQVGVPKHVAKILTFPEVVNPRNRDELYRLVONGPDELQGANFVINPQGIRFSLSRTTERTTTHLDDGSIVERHLODNDIVIFNRQPSLHKMSMMGHHAV [399]

DQVGVPLEIAKVLTFPEVVTPRNREYLQQLVYNGPDAQQGANYIITPQGIRINLAVTEERSALHLNDNAIVERHLRDDDIVIFNRQPSLHKMSMMGHRAY [398]
DQVGVPLEIAKVLTFPEVVTARNRDYLQKLVHNGPDHQDGANYIITPTGIRINLAVTEERSALHLADNAIVERHLREDDIVIFNRQPSLHKMSMMGHRAH [397]
DQVGVPKDLSKVLTFPEIVTKLNQKWLQGLVDLGPNEEGGANVIITDQGIKTDLEICKETCAQTISPGYIVERHIRDNDIVIFNRQPSLHKMSMMGHRAV [390]

DQVGVPKELAKILTFPEVVTTLNQKWLEGIVAKGPDAEGGANFIISDTGTKTDLQFCQKINTQONLSPGYTVERHLRDNDIVIFNRQPSLHKMSMMGHRAF [472]
DQVGVPMELAKILTFPEIVTTTNQKWLESIVMKGPEDIGGANFVTSDHGVKTNLAMVNDLTSQTLSPGYIVERHIRDDDIVIFNRQPSLHKMSMMGHRAF [390]

DQVGVPEDLAKILTFPEIVTTTNQKWLESIVMKGHDDIGGANYVTNDHGTKTDLAFCNDLSTIALSPGYVVDRHIRDNDIVIFNRQPSLHKMSMMGHRAL [400]
DQVGVPEDLAKILTFPEIVTTTNQKWLESIVMKGHDDIGGANYVTNDHGTKTDLAFCNDLSTIALSPGYIVDRHIRDNDIVIFNRQPSLHKMSMMGHRAL [401]
DQVGVPEQLAKILTFPEVVTPINQKWLESIVQKGADSIGGANYVINDRGTRTDLSLCHDIMQVTLSNGYIVERHLRDDDIVIFNRQPSLHKMSMMGHRAL [376]

DQVGVPEQLAKILTFPEVVTPTNQKWLESIVMKGHDDLGGANFVINDHGTRTDLSCCTDLSTITLSPGYIVERHLRDDDIVIFNRQPSLHKMSMMGHRAL [395]
DQVGVPEQLAKILTFPEVVTPTNQKWLESIVMKGHDDLGGANFVINDHGTRTDLSCCTDLSTITLSPGYIVERHLRDDDIVIFNROPSLHKMSMMGHRAL [474]

Region C

510 520 530 540 550 560 570 580 590 600]

. . . . . . . . . .1

RPB1DF>RPB1DF2><TVRPB1DR
LIRGQSFRLNLCVTITPYNADFDGDEMNLHVVQTQQARAEVKHIMAVPYQIITPQSNKPIIGLVQDCLVGCRLLSIRDTFLTRNELMNLMMWIMDTKPDLV [515]
IMPGQTFRLNLCVTTPYNADFDGDEMNMHVPQSOMARAEAKHIMLVPNQIISPQSACPIIGLVODSLLGCRLLSLRDTFLTRNEITNLMMWIIDSN-DIV [512]
ILPGSTFRLNLCVTTPYNADFDGDEMNLHVPQTQSARAEVKHIMLVPNQIITPQGNKPIIGLVQDSLLACRLLSLKSSFLNRNEMMNLMMWVRSKQ-NLV [504]
IMRGSTFRLNLSVTTPYNADFDGDE [431]
LMPGSTFRLNLCDTTPYNADFDGDEMNLHVPQSQTARAEVKHIMFVPNQIISPQANKPIIGLVODALLACRLMTLRDTFLNRNQVMNLMMWIK-KR-DVV [496]
LMPGSTFRLNLCVTTPYNADFDGDEMNLHVPQSQSARAEVKHIMLVPNQIITPQSNKPIIGLVODALLACRLMTLRDTFLTRNQVMNLMMWIK-KR-DVI [495]

NMHLPQSQAARAEIQHIMSVPYQIISPQGNSPIIGLVQDSLLGCRLMTFRDTFLEREEVMNLMMWIEGQE-DRP [731]
LMSGKTFRLNLCVTTPYNADF [422]
LMSGKTFRLNLCVTITPYNADFDGDEMNLHVPQSQTARAEVRHIMAVPYQIISPQANKPIIGLVQODALLGSRLLSMKDTFLTRNQVMNLMMWLPNEK-DNT [571]
LISGRTFRLNLCDT [404]
LMPARTFRLNLCDTTPYNADFDGDEMNLHVPQSQTARAEVRHIMAVPKQIISPQANRPVIGLVODALLGCRLLSKRDTFLTRNQVMNLMMWLPTNK-DTI [499]
LMPARTFRLNLCDTTPYNADFDGDEMNLHVPQSQAARAEVRHIMAVPKQIISPQANRPVIGLVODALLGCRLLSKRDTFLTRNQVMNLMMWLPTNK-DTI [500]
IMSGRTFRLNLCDTTPYNADFDGDEMNLHVPQSQTARTEVRHIMAVPKQIISPQANKPVIGLVQDALLGCRLLSKRDTFLTRNQVMNLMMWLPSTK-DTN [475]
IMSGRTFRLNLCDTTPYNADFDGDEMNLHVPQSQTARTEVRHIMAVPKQIISPQANKPVIGLVQDALLGCRLLSKRDTFLTRNQVMNLMMWLPTTK~-DTI [494]
IMSGRTFRLNPCDTTPYNADFDGDEMNLHVPQSQTARTEVRHIMAVPKQIISPQANKPVIGLVQDALLGCRLLSKRDTFLTRNQVMNLMMWLPTTK-DTI [573]
Region D, Mg++ binding
610 620 630 640 650 660 670 680 690 700]

. . . . . . . . . .1
LPPPCIVAP--—QELWSGKQVFSLFLPQINLDKFS--SPADDKGAD-KSWNSSDDVRVIIRDGHLLAGI IDSKTVAKSEGSLTHVVINSYSLDTAKAFLN  [609]
LPPPCILKP---KELWSGKQVFSLFLPKINYDGFSVGADAKENTKEVNTWESPADLRVIIRNGNLLAGILDKKTVAKSAGSLNHVVINSYSIETARQFLN [609]
LPPPCITHPGNKVFLWSGKQVFSLFLPSINHDFVQ--KGAKEP---—-GSWIPVDDTRIIIRDGQLLAGILDKDTVAKSEKSLAHVVINSWDKNLARDFLS  [598]

LPPPCILKP---QQLWSGKQVFSLFLPEINHDAFS--ADNKDD- [586]
LPPPCILKP---QQLWSGKQVFSLFLPEINHDGYS-~-SDVKDK~~-~~-SWLSYDDKRVIIRNGKLLAGILDSRTVARSEKSLVHVIINSWDKDIARDFLN [585]
LPPPAILKP---KMLWTGKQIFSLFLPKINYDGWS--VTALDEEKKQNCWMSFNDTRVIIREGHLLAGILDKNTVARSEKSLVHIVINSYSTLIARDFLN [168]
LPPPCILKP---VQLWSGKQIFSLFMPRINLDAYS--ANVDEKRGDKKTMIPDNDCKVIIRNGELLAGIIDKKTVARGEQSLIHVVINSYDIKTAKDFLS [666]
LPPPCILKP---VQLWSGKQVFSLFLPKISYDSYS--NGATDK~--D-KNWIPKNDSRVIIRDGNLLAGILDKRSCARSEGSLTHVVINSYNTNIAKDFLN [591]
LPPPCILKP---VQLWSGKQVFSLFLPKINYDHFS--NGASDD~--DKKSWMPANDTRVIIRDGHLLAGLLDKTSCARSEGSLTHVVINSYNTDIAKDFLN [593]

LPPPCILKP---VQLWSGKQVFSLFLPKISHDSLS--QDATDA~--D-KNSLPLNDRHVIIRDGNLLAGILDKRTVARSEGSLIHVVINSYNTNIAKDFLN [567]
LPPPCILKP---VQLWSGKQVFSLFLPKISHDSYS--QDANKM~--D-QNSIPLADRHVIIRDGNLLAGILDKKTVARSEGSLIHVVINSYNTNIAKDFLN [586]

LPPPCILKP---VQLWSGKQVFSLFLPKISHNSYS--QDANKM~--D-QNSIPLADRHVIIRDGNLLAGILGKKTVARSEGSLIHVVINSYNTNIAKDFLN [665]
710 720 730 740 750 760 770 780 790 800]
QTQLVVNNWLENRGFSMGISTCVTTQEALDKVAGQLTELKAKI-ETITEDAKHDRLEKMPGLTLTGTFEAKIMEVANDFTEKSSAVAIQAAPFWNALLOM [708]
QTQLIVNNWLENRGFSIGLSDCLAYEKTLDDVSDQIHQLKRNV-LDIIDQAKHGKLETPPGLTFMEGFESKINKLLNDLINDTGATVQKASRFWNSLMOM [708]
ETQMVVNSWLESRGFSIGLIDAVATDKTNETVDQQIRDLESDV-KEITISRTQKGQLTIQPGMTLIESFEREVNTKLNKAIDACGSTVQKSSRFWNSLVOM [697]
QTQLVVNNWLELRGFSIGIIDCIASPRTLEKVSEQLGDLKKSV-DEITHSALNGTLKIQPGMTLKETFESEVNTRSNDFINKSGDVVKNDSRFWNSLMOM [685]

QTQLVVNNWLESRGFSIGIIDCIASEKTLIKVSEILDNLKEKV-DNITRSALSGTMTIQPGMTLKESFEQEVNSNSNDFINKSGAIVQNDARFWNSLMOM [684]
VTQKVVNNWLESRGFSIGLSDCVTKKESLDQVHTTLSELKQSLEDEEIADAVSGRMEAEPGMTLKETFEFKVNAKLNKVLETAAGIVKKSISRENSLIOM [268]

QTQLIVNNWLEHRGFSIGLIDCVVPKFVTEEVDRALEELDRDV-NKEIRGAMSGQLEPAPGMTFMQTFEFNVNSKLNGFLGKSSDIVKAHIRRDNSLIEM [765]
QTQLIVNNWLEYRGFSISLIDCVVPHFVLDKVEEGIMQVEENV-RETIRTAQSGKLDRRPGMTYIQSFEAEVNSQLNKVLSIAYKTITENIRPDNSFVEM [690]
QTQLIVNNWLEHRGFSIGLIDCVVPQSVLDQVEEKINEVEDNV-KGVIRTAQSGKLERRPGMTYIQSFEAEVNSALNQILGDAYKLIQKDIRRDNSFIEM [692]

QTQLIVNNWLEHRGFSIGLIDCVVPSFVLEKVQDEITKVDNAV-KDTILKAKQGKLERMPGMSYMQSFETEVNNYLNEILNTTYKVINEKIRPDNSLKEM [666]
QTQLIVNNWLEHRGFSIGLIDCVVPDFVLQEVKHEIDEVESKV-QATIIKAQDGQLERMPGMSYMQSFETEVNNLTNEILSKTYKVINAKIRRDNSLSEM [685]
QTQLIVNNWLEHRGFSIGLIDCVVPDFVLQEVKHEIDDVESKV-QATIIKAQDGQLERMPGMSYMQSFETEVNNLTNEILSKTYKVINAKIRGDNSLSEM [764]
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<RPB1FR
MOAGSKGSKVNIAQI IACVGQQSIEGERVRFGFKNRTLPHYVKDDFDLESRGFVEHSY IQGLTPQEFFFHSMGGRTGI IDTACKTADTGY IQRRLCKTME
VAAGSKGSLINISQITAVVGQONVEGKRIRYGFKGRTLPHYVKDDYDLECRGFCEHSFIQGLTPQEFFFHAMGGRVGIIDTACKTSDTGY IQRRLCKSME
VKAGSKGSLLNISQI IATVGOONIEGKRIRFGFKNRTLPHFTKDDFGLESRGFCRECFLEGLNPPEFFFHAMAGREGI IDTACKTSDTGY IQRRLCKSME
VAAGSKGSKINISQILACVGQONVEGKRVPNGFKNRTLPHYFKDDVGLEAKGFCEHSY IQGLTPPEFFFHSMGGRTGI IDTACKTSDTGY IQRRLCKFME
VAAGSKGSKINISQILACVGQONVEGKRVPNGFKNRTLPHFFKDDMGLEAKGFCEHSYIQGLTPPEFFFHSMGGRTGIIDTACKTSDTGY IQRRLCKFME
VNAGSKGSNINISQILACVGQONVEGKRIKYGFRGRTLPHYTKDDLGSESRGFVMNSYLIGLTPAEFFFHAMGGREGITDTACKTSDTGY IQRRLIKAME
NMAGSKGADSNISQITIASVAQONMEGKRVRFGFRMRTLPHYQKGMYGLIERGFCKHSYVEGLEPPEF IFHAMAGRTGIIDTACKTSDTGY IQRRLCKSME
LTAGSKGADFNITQVIGVVAQONIEGKRVKFGFNGRTLPHYQKHEYGLVPRGFCKHS Y IEGLTPPEFLFHAMGGRTGI IDTACKTSDTGY IQRRLVKSME
LTAGSKGANFNVTQVIGVVAQONIEGKRVKFGFNGRTLPHYQKHEYGL I PRGFCRHSY IEGLTPPEFLFHAMGGRTGI IDTACKTSDTGY IQRRLVKSME
LSAGSKGADSNISQIIGVVGQQONMEGKRVKFGFSGRTLPHYQKHEYGLVPRGFCVNSYIAGLTPPEFLFHAMGGRTGIIDTACKTSDTGYIQRRLCKSME
LSAGSKGADTNMSQI IGVVGQONMEGKRVKFGFNGRTLPHFQKHEYGLVERGFCKNSY IAGLTPPEFLFHAMGGRTGI IDTACKTSDTGY IQRRLVKSME
LSAGSKGADTNMSQIIGVVGQONMEGKRVKFGFNGRTLPHFQKHEYGLVERGFCKNSYIAGLTPPEFLFHAMGGRTGI IDTACKTSDTGY IQRRLVKSME
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Region E alpha amanitin sensitive/resistant; Translocation Region F
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SHCVQYDGTVRDSMNNVVQFLYGGDGIDPVQIETQSLSLIALSDQEFDSMYKMNINDPVFGAGYLESSIISDLRKMEGTPTTTITGNFGGRSEEVEITRP
SHCVMYDGTVRNSLNEIVQFIYGGDGLEPTKLETQKCPLIELSDRVFDERFVMEINDPTFGVGKIQRDIIENLR DVRS-
SHCVMYDGTVRNSLNEVIQFIYGGDGLDPVGLETQNLTFMGDSDEDFDRKFRFDLTQAAFGQGIMDQEIVDELMS NPNHT
SHCVQYDGTIRNSLNEVIQFLYGTDGMDPICLETQKIRLLSMDDNQFRNEYEFDLSLPTFGQGIMNADTIDEMNE NISAT
SHCVQYDGTVRNSLNEIIQFVYGCDGMDPICLETQSIPLLEMDDNEFDREYEFDLSLPTFGQGIMRQEVIDGMND NISAT
SHQVAYDGTVRNSLNQIVQFIYGADGYDATSLETQNVRLVNMNDKAFRQNYELDIDNADFGIGFMEQHSIEELRN DPLA-

SHHVAYDGTVRNSMNEVVQF IYGGDGLDATGLETQNLRLSVMGDREFSEEYEMEVDDATFGQNVMEQRIIDDVQN
SHHVAYDGTVRNSLNEVVQF IYGGDGLDATGLETQFLNLVDLDDKKFDQTYHMNVDDPTFGSEAMDANILEEFLN
SHHVAYDGTVRNSLNEVVQFVYGGDGLDATGLETQRLTLVDCDDKTFDKTYHLSPEDPLFGTDCMDSNVLDEFLN
SHHVAYDGTVRNSQNEVVQF IYGGDGLDATGLETQRLGLVGLDDKAFNKLYHLNVDDPTFGQDAMDANVLEDFLR~-~
SHHVAYDGTVRNSQNEIVQFIYGGDGLDATGLETQKLALVTLNDKEFMKKYHLASEDPTFGQVEMDDFVLDEFLK-~
SHHVAYDGTVRNSQNEIVQFIYGGDGLDATGLETQRLALVTLNDEDFMKKYHLATEDPTFGQVEMDDFVLDEFLK == === === m = — e
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SAVLOEELDTLLHFRQILREEIFPNGNQKLYASVNLKRIIETAQRKYNINEYTSLSDLNPVLVVSEVKKLVSRLIIVQQONKDKIGREVQDNGTLLLRILI
QERLQAETKRLRDFRDLMRTEIFPNGDSVITLSMKVQRLIDTSKTVHDINEHTNISNLHPYFVIDEVDKLAKRLVVVPGD-DPIGREAQDNATLLMRIQL
KNRLDHEINRLLKFRQILREEIFTDASNKVWLPVNIRRLIESAQQSHHINPHSDKSNLNPLTVIQKVEELVDQLVIVKGE-DALSREAQDNATLLLRIHI
RTILNRETERLLHFRKLLREEIFPSGEGSVYLPVNITRLLETAQQTHGINPHSDKSDLHPINVIESVENVINKLVVVPGD-DYISKEAQDNATLLLRILL
KDVLQKEIARLKHFRRILREEVFPTATGSVYLPVNIGRLIQTAQQIHNINPHSDRSDLHPIHVIDSVEKLVSKLIVVKGD-DYIQKEAQDNATLLLRVLL
RDILNSEISNLSALRKKLREEVFTDAKNRVALPINISRLLETARMNYNINEYVSISDLRPLDVIKRVEEKIQSLIVVQGN-DRISRKAQENATLMLRAML
HDVLNSEIKRLODFRQLLQTEIFLKGESKVVLPVNITRIIQTSQOMQGINVHSSKSDLNPIDVIRRVDEKIRSLIVVKGT-DAIAVTAQENATLLLRIML
EKKLODEETRLKEFREILQTEIFPTGNKKVVLPINISRIIESSQRQFGINPHASTSDLNPLDVIAKVQDCVNSLTIVKGN-DSISLRAQENATLILKIML
ENRLMHEENRLREFREILQTDIFPTGTTKVVLPVNIHRLIETSQRQCGINPRASISDLNPLDVISRVEECANSLTIVKGN-DSISRTAQENATLLLKIML
DKKLQEEEHRLKEFREILQHEIFPDGSDTVVLPVNIARIIESSQRQFDINVHVSKSDLNPLDIIARVEDCVNSLIIVKGN-DTISRRAQDNATLLLRIML
DKFLKEEENRLREYREILQKEIFPNGSNTVVLPVNIARIIESSQRQFDINVHVSKSDLNPLDIISRVDECVNSLIVVKGN-DNISRTEQENATLLLRIML
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DKFLKEEENRLREYREILQKEIFPNGSNTVVVPVNIARI IESSQRQFDINVHVSKSDLNPLDIISRVDECVNSLIVVKGN-DNISRTEQENATLLLRIML
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<RPB1GR2 <RPB1GR1

HATLASKPLIEKNRLSQKAFRSIIGEIEDRFYRTIVSPGEMVGTIAGQSIGEPATQ:
YTMLASKPLILKERLSMDAFKWIIGEIEERFPETIVAPGEMVGTVAGQSIGEPSTQ
FSNLASKPVIFQHRLTEQALIFVLGEIKTRFVQTIVSPGEMVGTIAGQSIGEPSTQMTLNTFHFAGVSAKNVTLGVPRLNEVMNLARVMKTPQVTVYLEP
YSNLAAKTLIFKYRLNEIAFKYVLGEVEVAFVKSIVSPGEMVGAIAGQSIGEPATQ:
YSSLAAKCLIFKHRLSEDAFRYILGEGEHAFIGSIVSPGEMVGTIAGQSIGEPATQ:
YSNLSAKQLIFRHRLNSDAFEFVLGEITHLFKRSIVAPGEMVGTLAGQSI
YSNLSAKQIIFKHRLDEKAFEYVLGSISERFYRSIVSPGEMVGTIAGQSIGEPSTQMTLNTFHYAGISAKDVTLGVPRLNEIMNLAKQIKTPCVTVILDY
YSNLASKQVIFTHRLNEQAFNWILGSIRDRFYRSIVAI TIAGQSIGEPT
FSNLSAKQVIFEHRLNESAFSWILGAIHDRFYRSIVAPGEMVGTIAGQSIGEPTTQ
FSHLSAKQCIFKYRLNEQAFKYILGSVKDRFYRSICAI TIAGQSIGEP

YSHLSAKQCIFEYRLNEQAFKYILGSIKDRFYRSIVAPGEMVGTIAGQSIGEPSTQ:
YSHLSAKQCIFEYRLNEQAFKYILGSIKDRFYRSIVAPGEMVGTIAGQSIGEPSTQMTLNTFHFAGISAHDVTLGVPRLNELMNLAKHIRTPSVTIVEFER

Region G, elongation, TFIIS binding

DSRG DKDKAKDIQAELESSLKKLV-ARSEIYYDPSDMNSMIEE-DEWARYQ--GRED----SSNLSPWVLRLV
NSNNQDDDGSDMDDEEDRSVRQRONKQELDAALAKDVRANVE-CAAFKKFVTKSEIFYDPEPADNTTIDEDREWIGIY~-INNQLDFN-IDNYSPWVLRFE
DVAK DEEIVKAVRAQIE-SASFKKFVIKAEIYYDPNPEETITEPD-TKWINTRIRYGGVEDRELQDLAPWVLRFE

LNQAALVDKNINPIEIVEKINILYANVYYAITNEGSSGDPIIRIRGLMNDKSFEDKDGRALQFAEQHLYDSLSLKGIEGINRAVMEETTRYEVDPESNAF
LDVKSLLASNVSLPEIQRAIENSYSSELFVSIFEGNMANAASSFPPVIRIRPTKSLVQKNGKTDESEFFLREIEQQLYDERAISIKGIPGIRRVKIDQKA
INRE-EMIASNIESISDIVQKIKGMYGDKFFVIGDDDARIIRMQARLKDEQAEFAMDVKFLRETEQOMYKSFTLKGIPGISRVKINSAAEKMFLNPETHG

NTERKECKHKEWVLYTEGSALREVLNHPRVDCR--=——~ RSVSNNILETLEILGIEAARQSILI
KRKVLEEDH-HWVEKSDPQLITEGTALKAILGLDHIDKKLTYTNDINEIYDVLGIEAARNSLCNEMMMIMDNAGASLNRRHLDLLADTMTQYGRLYPVSR
FDKEKVSCL-YTEGTAFREILSLDHVDTV========—— HTITNDIYQVCDVLGIEAARHSLSYEMMLIMEKAGAALNRRHLDLLADTMTQYGVLYPVSR

Region H
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