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        Table S1. Primers used in this study. 

Primer Reference Sequence 

DGGE   

27f [1] 5'-AGAGTTTGATYMTGGCTCAG 

1492r [1] 5'-TACGGYTACCTTGTTACGACTT 

L1401r [2] 5'-CGGTGTGTACAAGACCC 

968f-GC [2] 
5'-CCCGCCGCGCCCCGCGCCCGTCCCG 

CCGCCCCCGCCCGAACGCGAAGAACCTTAC 
 
RISA 

  

1406f [3] 5’-TGYACACACCGCCCGT 

23Sr  [3] 5’-GGGTTBCCCCATTCRG 

   

454 Pyrosequencing   

16S_V1V3_MIDA_For This study 5’-ACGAGTGCGTGCCTAACACATGCAAGTC 

16S_V1V3_MIDA_Rev This study 5’-ACGAGTGCGTATTACCGCGGCTGCTGG 

16S_V1V3_MIDB_For This study 5’-ACGCTCGACAGCCTAACACATGCAAGTC 

16S_V1V3_MIDB_Rev This study 5’-ACGCTCGACAATTACCGCGGCTGCTGG 

16S_V1V3_MIDC_For This study 5’-AGACGCACTCGCCTAACACATGCAAGTC 

16S_V1V3_MIDC_Rev This study 5’-AGACGCACTCATTACCGCGGCTGCTGG 

16S_V1V3_MIDD_For This study 5’-AGCACTGTAGGCCTAACACATGCAAGTC 

16S_V1V3_MIDD_Rev This study 5’-AGCACTGTAGATTACCGCGGCTGCTGG 

16S_V1V3_MIDE_For This study 5’-ATCAGACACGGCCTAACACATGCAAGTC 

16S_V1V3_MIDE_Rev This study 5’-ATCAGACACGATTACCGCGGCTGCTGG 

16S_V1V3_MIDF_For This study 5’-CGTGTCTCTAGCCTAACACATGCAAGTC 

16S_V1V3_MIDF_Rev This study 5’-CGTGTCTCTAATTACCGCGGCTGCTGG 

16S_V1V3_MIDG_For This study 5’-CTCGCGTGTCGCCTAACACATGCAAGTC 

16S_V1V3_MIDG_Rev This study 5’-CTCGCGTGTCATTACCGCGGCTGCTGG 

16S_V1V3_MIDH_For This study 5’-TAGTATCAGCGCCTAACACATGCAAGTC 

16S_V1V3_MIDH_Rev This study 5’-TAGTATCAGCATTACCGCGGCTGCTGG 

16S_V1V3_MIDI_For This study 5’-TCTCTATGCGGCCTAACACATGCAAGTC 

16S_V1V3_MIDI_Rev This study 5’-TCTCTATGCGATTACCGCGGCTGCTGG 

16S_V1V3_MIDJ_For This study 5’-TGATACGTCTGCCTAACACATGCAAGTC 

16S_V1V3_MIDJ_Rev This study 5’-TGATACGTCTATTACCGCGGCTGCTGG 

16S_V1V3_MIDK_For This study 5’-TACTGAGCTAGCCTAACACATGCAAGTC 

16S_V1V3_MIDK_Rev This study 5’-TACTGAGCTAATTACCGCGGCTGCTGG 

16S_V1V3_MIDL_For This study 5’-ATATCGCGAGGCCTAACACATGCAAGTC 

16S_V1V3_MIDL_Rev This study 5’-ATATCGCGAGATTACCGCGGCTGCTGG 
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