Table S2

Nucleotide divergence among six MAGE-A genes from humans and macaques.
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Synonymous nucleotide divergences (below diagonal) and synonymous nucleotide
divergences with removal of CG codons (upper diagonal) for the six MAGE-A genes.
Standard errors are provided in parentheses. Sequences are from humans (Hosa) and

macagues (Mamu). The number of synonymous sites with CG codons is 226 and
that without CG codons is 173.



