Table S3. Oligonucleotide primers used in the generation of L11 mutants by site directed mutagenesis.
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Mutation

Primer Direction and Sequence

For

5’-TTCGGTTTCGGTATTGACCGACGACGAGACTTGGGTATCAAGTATGAC-3’

JD1422 | EHI 108-110 RRR
- - Rev | 5-GTCATACTTGATACCCAAGICTCGTCGTCGGICAATACCGAAACCGAA-3’
Lol | 5D 109111 RRR|Ee_| S -TTCGGTTICGGTATTGACGAACGACGACGATIGGGTATCAAGTATGAC-3”
- - Rev | 5-GTCATACTTGATACCCAATCGICGTCGTTCGTCAATACCGAAACCGAA-3'
D1426 | BRI 108110 A For | 5-TTCGGTTTCGGTATTGACGACTTIGGGTATCAAGTATGAC-3’
- - Rev | 5-GTCATACTTGATACCCAAGICGICAATACCGAAACCGAA-3'
D1427 | 2D 109111 A For | 5-TTCGGTTTCGGTATTGACGAATTGGGTATCAAGTATGAC-3’
- - Rev | 5-GTCATACTTGATACCCAATTCGTCAATACCGAAACCGAA-3"
101425 | E108R For | 5-TTCGGTTTCGGTATTGACCGACACATTGACTIGGGTATCAAGTATGAC-3’
Rev | 5-GTCATACTTGATACCCAAGTCAATGTGTCGGTCAATACCGAAACCGAA-3’
101230 | 11108 For | 5-TTCGGTTTCGGTATTGACGAACACCGAGACTTGGGTATCAAGTATGAC-3’
Rev | 5-GTCATACTTGATACCCAAGICTCGGTGTTCGTCAATACCGAAACCGAA-3’
D131 | DILIR For | 5-TTCGGTTTCGGTATTGACGAACACATTCGATTGGGTATCAAGTATGAC-3’
Rev | 5-GTCATACTTGATACCCAATCGAATGTGTICGICAATACCGAAACCGAA-3’
11234 | BHI 108.110 Aap  |EOT_| S -CGGTTTCGGTATTGACGCAGCAGCAGACTTGGGTATCAAGTATGAC-3’
- - Rev | 5-GTCATACTTGATACCCAAGICTGCTGCTGCGTCAATACCGAAACCG-3’
101435 | HD 109111 Aas |EOT_| S -TICGGTTICGGTATTGACGAAGCAGCAGCATIGGGTATCAAGTATGAC-3
- -~ Rev | 5-GTCATACTTGATACCCAATGCTGCTGCTTCGTCAATACCGAAACCGAA-3’
1246 | E10sA For | 5-CGGTTTCGGTATTGACGCACACATTGACTTGGGTATCAAGTATGAC-3®
Rev | 5-GTCATACTTGATACCCAAGICAATGTGTGCGTCAATACCGAAACCG-3’
D1247 | 1110 For | 5-CGGTTTCGGTATTGACGAACACGCAGACTTGGGTATCAAGTATGAC-3’
Rev | 5-GTCATACTTGATACCCAAGICTGCGIGTTCGTCAATACCGAAACCG-3®
101243 | DI1IA For | 5-CGGTTTCGGTATTGACGAACACATTGCATTGGGTATCAAGTATGAC-3’
Rev | 5-GTCATACTTGATACCCAATGCAATGTGTICGTICAATACCGAAACCG-3’
1212 | Hi0oa For | 5-CGGTTTCGGTATTGACGAAATTGACTTGGGTATCAAGTATGACC-3’
Rev | 5-GGTCATACTTGATACCCAAGTCAATTTCGTCAATACCGAAACCG-3’
1213 | H109A For | 5-CGGTTTCGGTATTGACGAAGCAATTGACTIGGGTATCAAGTATGAC-3’
Rev | 5-GTCATACTTGATACCCAAGICAATTGCTTCGTCAATACCGAAACCG-3®
1214 | H1oor For | 5-CGGTTTCGGTATTGACGAAATCATTGACTTGGGTATCAAGTATGACC-3’
Rev | 5-GGTCATACTTGATACCCAAGTCAATGATTTCGTCAATACCGAAACCG-3’
101415 | H11095 For | 5-CGGTTTCGGTATTGACGAATCCATIGACTTGGGTATCAAGTATGACC-3’
Rev | 5-GGTCATACTTGATACCCAAGTCAATGGATTCGTCAATACCGAAACCG-3'
1416 | H10on For | 5-CGGTTTCGGTATTGACGAAAACATTGACTTGGGTATCAAGTATGACC-3’
Rev | 5-GGTCATACTTGATACCCAAGTCAATGTTITCGTCAATACCGAAACCG-3’
1417 | H109G For | 5-CGGTTTCGGTATTGACGAACAAATTGACTIGGGTATCAAGTATGACC-3’
Rev | 5-GGTCATACTTGATACCCAAGTCAATTTGITCGTCAATACCGAAACCG-3’
1218 | H109E For | 5-CGGTTTCGGTATTGACGAAGAAATIGACTTGGGTATCAAGTATGACC-3’
Rev | 5-GGTCATACTTGATACCCAAGTCAATTTCTTCGTCAATACCGAAACCG-3’
101415 | H109R For | 5-TTCGGTTTCGGTATTGACGAACGAATTGACTIGGGTATCAAGTATGAC-3’
Rev | 5-GTCATACTTGATACCCAAGICAATTCGTTCGTCAATACCGAAACCGAA-3’
1420 0 For | 5-CGGTTTCGGTATTGACGAATTCATTGACTTGGGTATCAAGTATGACC-3’
D HIOOF Rev | 5-GGTCATACTTGATACCCAAGTCAATGAATTCGTCAATACCGAAACCG-3"
1D1432 KEYQ7 87- For 5’-GAAAGAGGTTTGAAGGTCGCAGCAGCAGCATTGAGAGACAGAAACTTCTCTGCTACCGGTAACTTC-3
907 AAAA Rev 5’-GAAGTTACCGGTAGCAGAGAAGTTTCTGTCTCTCAATGCTGCTGCTGCGACCTTCAAACCTCTTTC-3”
1D1421 KEYQ7 87- For 5’-GAAAGAGGTTTGAAGGTCCGACGACGACGATTGAGAGACAGAAACTTCTCTGCTACCGGTAACTTC-3
907RRRR Rev 5’-GAAGTTACCGGTAGCAGAGAAGTTTCTGTCTCTCAATCGTCGTCGTCGGACCTTCAAACCTCTTTC-3”
1D1425 KEYQ 87-90 A For 5’-GAAAGAGGTTTGAAGGTCTTGAGAGACAGAAACTTCTCTGCTACCGGTAACTTC-3’
- - Rev 5’-GAAGTTACCGGTAGCAGAGAAGTTTCTGTCTCTCAAGACCTTCAAACCTCTTTC-3’
101436 | IcY 114116 Aan |EOr_| S -CACATTGACTTGGGTGCAGCAGCAGACCCATCCATCGGT-3’
- - Rev | 5-ACCGATGGATGGGTCTGCTGCTGCACCCAAGTCAATGTG-3’
101237 | KYD 115.117 Ana |EOT_| S -CACATTGACTTGGGTATCGCAGCAGCACCATCCATCGGTATTTICGGT-3
- -~ Rev | 5-ACCGAAAATACCGATGGATGGTGCTGCTGCGATACCCAAGTCAATGTG-3’
D142 | 1Ky 114116 RRR |EOT_| 5 -CACATTGACTTGGGTCGACGACGAGACCCATCCATCGGT-3"
- - Rev | 5-ACCGATGGATGGGTCTCGTCGTCGACCCAAGTCAATGTG-3’
101224 | KYD 115.117 RRR |ES_| 5 -CACATTGACTTGGGTATCCGACGACGACCATCCATCGGTATTTICGGT-3
- - Rev | 5-ACCGAAAATACCGATGGATGGTCGTCGTCGGATACCCAAGTCAATGTG-3’
For | 5-CACATTGACTTGGGTGACCCATCCATCGGT-3’
ID1428 | IKY_114-116_A Rev | 5-ACCGATGGATGGGTCACCCAAGTCAATGTG-3’
101457 | KYD 115.117 A For | 5-CACATTGACTTGGGTATCCCATCCATCGGTATTTTCGGT-3'

Rev

5’-ACCGAAAATACCGATGGATGGGATACCCAAGTCAATGTG-3’





