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TRANSMVEMBRANE REGQ ON

VVTAVAAVGVVAAVAVY g KSRKSQKKSEAPKEEEKPKQEFPGKVEGKVEFPGKVEGDKEFPGKVEGKVEFPGKVEGKKEFPGKVE
------- QAGRRGGRGGGAPLC---DGTPRQPSRAGHAGRCSSSPEBPSSCAGENNKCSTAGRAEGGGGGGGG

AGSSTGKPFASSPGTTADAQGVAASNKVIDDEDDKDKLTG®/STEKGTGKGDSGGGDGSRAAPGSGG-
PhatrTom70 1 -------- YV Ny 1551 N Wo M T| VVGLAAAATASLLLYY\/— QARTRPTS

BlaspTom70 1 --ccenv MSSNNQAK------
ESI0007_0019 131 ---rmememememememecs TAD

---------------- DSSPRDTTDRKSRS--- —--VEFTTPSPKKTSGPLTKAVG-
PhyinTom70 1 ---------- (V1=To)R7:Y Mo M\ AVLASLATISAFVAFS L — 20— FEIAKQPEVVVSTPEAQP-
PicpaTom70 4 QSFWNSTVKFVSSHKA------ ATNATSKP D SSATGSSKNKKKKSKKQTAPETSNAD-
SacceTom70 1 -----MKSFITRNKT------ NQLQQQQQ RGKKNTIN KDEKKDTKDSQKETEGAKKSTAPSNP-
NaucaTom70 8 ----—-VGGFLTRNRT------ (BTN Mo o) 1 1 pm—— SLEGEEDGNSTGRNPVN DEAHLSKNQKKKQRKKHKKKATPDQTT
NeucrTom70 24 SSIWDRVSNWVSEHKA------ RKGSEQKE--- ----SGPKLSKKERRKRK--- QAEKGEAEKASTSKTEEAAPTQPKAA-
AspniTom70 27 ASVWDRISKWVSENKA------ SDSSRSGK----nmrmmeen PSPTTPAPTEKKKKKSGSQ RRKEKKAEEERKSKAASVQDEKTEKK-
TriadTom70 13 GGSLANLSKW----Q------- RRGQSSIAARQPQQAD-
NemveTom70 8 —--SGLEKW----Q----- RNSQ

--------- EGEEEGEREDEEKGN-
DanreTom70 13 --~-SGLPRW---Q-—--- AR\ VeF\TRY ... NRSRAKEK

----------- QGKRNGERKTPEGSA-
HomsaTom70 30 GPGTGGLPRW----Q-—-- AN INRIRININGRY - SRQQRRRE ---ARGRGDASGLKRNSERKTPEGRA-
XenlaTom70 13 ----PGIPHW----K------- RRHK=emrmmmmmmmmemccmcmememememecce e AAKSDKQRRTPEGSA-

LALAVGAPLLV--GAGAVYL




TPR1 TPR2

BlaspTom70 329 APAKKPAE FVTFYNEAKRQF------------  —eemmememmeee o NNQEYEAALSNFNKAIDAIPKN NAQ--  ==mmmeeee LKT LIYSRGSCLKKLNRQEEA
Esi0007_0019 353 ACSES--- PTAADGDGDTSLCERPAACLEFLL TSQAVRVRADESMERGLDKEAAASLKEANILMEAFLEEGQRLPRP ———-SRH--LAE LRAGLAKCEMRGGDLEAA
Esi0232_0002 164 DGEALIVR FNRANSKAKKLF ----TGQRYALAAEQYGIALELCDEL PNHD- ~ -=--em- NKRTA LHNNRGAAYEKDGQYALA
PhatrTom70 94 EKEVN-AK IELLDKKGKDLF------- ----KNKQYLDAAETFTEALTLIETS DTSGS VQNTSSSLHRQLIT LLNNRSAMYEKGNQPELA
PhyinTom70 74 KPTPAANI GEQEATLATKKY--- ----KAGDYDGAVELYSVAISKCEQQ QPLDA  -—--mm-- RNLKV MYSNRAAAYEKLEDYENV
PicpraTom70 97 EKNTW--- AQSLKETGNRAF------------ e KSDDYETALEYYNLALLCKKDP -----  =mmeeemeeee A FYSNSSACWACLGDNQKV
SacceTom70 93 EKDKY--- ALALKDKGNQFF--------=--- e RNKKYDDAIKYYNWALELKEDP -----  —emmeeeeeeee V FYSNLSACYVSVGDLKKV

NaucaTom70 117 EQKKI--- SMQLKDKGNKYF-- ----KAKDYTNAIKYYNLALDLNKDP ----- I FYSNISACYVSLGQLDKV

NeucrTom70 131 ERKAY--- AAKLKELGNKAY--- ----GSKDFNKAIDLYSKAIICKPDP ----- V YYSNRAACHNALAQWEQV
ASpNiTom70 134 TRKAY--- AAKLKAAGNKAY ---cccees o GAKDYPRAIELYGKAILCKPDP - s V FYSNRAACYNVQSEWEKY
TradTom70 79 ER----- ASAVKGKGNKFF-wrmrreres e KGGKYEQAIRCYTEAIELCPSS ESDI- ~ —roememeeen RSV LYQNRAAAYEQLKEFDKV

NemveTom70 77 EQ------ AQVAKLKGNKYF--
DanreTom70 82 DR------ AQSAKNKGNKYF---

----KGCKYEQAIKCYTEAIELCPPE NKQD- -
----KAGKYDHAIKCYTEAIGLCPKE KKGD- -

--LST FYQNRAAAYEQMNQFENV
---LST FYQNRAAAYEQQMKWTEV

HomsaTom70 111 DR------ AQAAKNKGNKYF------mmmme e KAGKYEQAIQCYTEAISLCPTE KNVD- ~ —=mmmeee- LST FYONRAAAFEQLQKWKEV

XenlaTom70 79 EK------ AQAAKNKGNKYF-----mmmmmem e KASKYEQAIQCYTEAISLCPAH NKSD- === LST FYQNRAAAHEQSQNWKEV
TPR3

BlaspTom70  IADYTQCITLDDKY S RAYKARAGVYKSLDRLEE Al EDFSYCYLLDTV SSG----------- DMQMTPEG  MDEM QALAKRDAKAELARRH--------------

Esi0007_0019 IAHAEAALAEHPAC G EAFLIRGQCRRELGDNGG ALRDLWAFVLQGN AL--------- NNAGDGSEAQA | EDVSRESRARAGEEFSQRA

Esi0232_0002 LADCSMCLSREVGH K FARVRKSRVLEAMGKHEEALSEVCAHLLLERD RVQAKAALNPSEPLTPPAPPRARGLLQK\ASKRADAILLEREQTAEKQEAAAAGGAGTGTE-K &

PhatrTom70 LEDCTQILDQDVHH A KARTRKLRVLESLGRWHD ALVEVAAVQ LFMR KHRDSMRLGLKVP-PPPVPEBBEILTNWPLEMEPYIQALN--------------

PhyinTom70  VADCTKALKLDKRH P KSYLRRAKARANAGDLRG SLVDY\CLLVISEE -------------- KQEQVDEN LAQH SRIHSDITAKEIEDAQ--------------

PicpaTom70  IEFSTKALELKPDY A KCLMRRAAAYEKIEEYEK DLTMLTRYEST I----- ---ADKSIQSM ERIBTKQANYWEKQLKDFV-------------- Q

SacceTom70  VEMSTKALELKPDY S KVLLRRASANEGLGKFAD DLSMLSENGDF ----- ----NDASIEPM ERNENK(AMSHEKEKFGDIDTATATPTELSTQPAKERKDKQIESN T-

NaucaTom70  IESSTKALELNPNY S KALLRRASANESLENYSD DLSYLSENGDY -------------- SGASIEPI ERNENK(AIKY BENERMNKMT

NeucrTom70  VADTTAALKLDPHY V KALNRRANAYDQLSRYSD DFTASORIDGF -------------- RNEQSAQA ERLBKKRAENHAKEILETKP--------------

AspniTom70  VEDTSAALAMDSEY V KALNRRAIAYEHLEKYSE DFTASCBIDGF -------------- SNEVSRVA ERLBKKVAERKEKEILEAKG---

TriadTom70  VEDCNSALELNKHY V KAINRRSRAYEELKEYRK DLTAQ@LESF --- ---QNAATIMS DR\EKIV BKIE BKQRFAERQ----
NemveTom70  VEEATKALELNSKY T KALMRRARALEKLERKQE L LEGF - —--SNPSWMMH DR\IKDI BRQHK EHFKNRK----
DanreTom70  IQDCSQAVELNPRY V KALFRRAKALEKLDNKKE DV LEVF --- —--QNQQSMLL DKVEKQLEKEKAK EKYKNRE----
HomsaTom70  AQDCTKAVELNPKY V KALFRRAKAHEKLDNKKECHEEDY LEGF --- ---QNQQSMLL DKVEKLLEKEKAKEKYKNRE----
XenlaTom70 ~ VEDCTKAVELNPRY V KALFRRAKAHEKLDNKKE DV [ =] Y QNQQSMFL DKVIKLLBKEKEKDKYKNRE

TPR4 o
BlaspTom70  FVAF (=55 ASEKAAEYNPSKFTEQYLAELIA------ APQGDAT---VGDYLLMRGGLRKA-EQRYEEAMADFLEA A--------- ----KEESHCHAQ---- ADA
Esi0007_0019 VVRS  [=l TSYDTKGLYEE---------- HDAVFRLHG--------- EDPVAAAAAA EGDEGGQAAAVTEFWQGLSLVREG---KYAESIAKFSSS VSAFSSSARVGEGTGAGDTTR-IQ SLA
Esi0232_0002 VVME [MLRSFGSFAQLERRYKGMEETAITRELKDAEKAGKEGDGSASATTTSSERYBGL---LRMVKRNYDGAREDIFEAAELLSTLTEAD P-------- ---SEAGADEVPPHVK ASV
PhatrTom70  TILQ MLRSFTSYNSWMA---------- QAAKDGNVANIDKELVEGVDAASKAQRVILLKRGR---RHVYDRAFENASDDFEQAYALAETNEVQL L--------- ----LEGDDY------ ARV
PhyinTom70  FVTS TRQQRGW---LLTKRGLALKKEKDYDMAAKDLDAACKLY E---rnrnm =-o- PEDEAY------- YTA
PicpaTom70  SIAS KFLYEAL---QDFKTATADSYEHA-DVALNQAVSKYADV T------- —--VSSDETTKRRA-- AMA

SacceTom70  SMAS KELMNGL---SNLYKRSPESYDKA-DESFTKAARLFEEQ L--- ----DKNNEDEKLKEKL AIS
NaucaTom70  SLVS VELLTGL---TNLFKRTDQGYLDA-DKNFVKASSLFMEE L---- ----AKNPKDKHLLEKT AIA
NeucrTom70  FVGN LSEETGL---GQLQLGLKHLESKT-GTGYEEGSAAFKKA L--------- ---DLGELGPHE---- ALA
AspniTom70  FVSN IPEESGK---GQLRKGLLAMAKKT-GDGYEEAAAAFVKA L--------- ---ELGDLGEFE---- GLA
TriadTom70  FIQT TTAFEED---DYF---LIARYNLS-QCNYENIIDYCTKE [--------- ---D-KDFSPYR---- AEA
NemveTom70  YIKA --DVPND---SPF---LAALEEIK-EKRFDKVIDLCDDE |--------- ----N-RGPSPCY---- ARA
DanreTom70  FIKS ASEVKGS---SGY---LKAKQYME-EENYDKIISECTKE [--------- --ESGGRYS------ AEA
HomsaTom70  FIKS ALEVKEN---SGY---LKAKQYME-EENYDKIISECSKE |--------- ---DAEGKYM------ AEA

XenlaTom70  FIKS FSSFT----m--enmeeeene- DDIISQPLQKGEKSDEDKDK---EGE--- AAVVKEK---SGY---LKAKKYME-EENYDKIISECTKE V--------- ----ESEGKYM------ AEA
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TPR7

CLEAATLL
LEYCGSFL
WEWQGTFL

LEWTGMVK

QIENGTYH

YEYLGQFY
LEHTGIFK

LEYNGIFR
YNLRGTFH
LNQRATFT

YALRGTLR
MALRGTMH
LLLRATFY
LLLRATFY
LLLRATFY

RKEDMDAAKDLFARAGEAHPEY GSSFAIKEESE
BGSHQDEAMKLFDTALGLDPKN ADALLHNERNS

LONYDQAGKDFDKAKELDPEN |
TQDYPKAKVEFEKAKELDETN |
KGEFAEAAKDYQKSIDLDSDF |
————————— LGEFAEAAKDYQKSIDLDRTF |
--------- LERLSDAMLDFQKSYELNENF S
TEKIAEAKEDFEKSIKLNPDF |
LDQVEEAVGDFDECIKLRPDS A
————————— LDQVEEAVADFDECIRLRPES A
--------- LDQVEEAVEDFDECIRLRPDS A

TPR8

EAAKAKKHLDAAEKVEPKS SEVQS----
NFQGAVEYLTTAARITPDV PEIYNYLGE
KIEEAVERFVQAKRTFPTS PEVPN----
KFDDCETLFSEAKRKFPEA PEVPN----
DFDRCQKLFDETRQKFPTY PEVPT----
————————— SIASSMATFRRCMKNFDQT PDVYN----
--------- SVASAMATFRRSVKNFEDV PDVYN----

PPPGQM----PDAQ-EVIRLLE
—————————— TEYGHQALALFE
---NEFP-QAIELLE
-TVENFI-EATNLLE
———————— NLLNLK-EATQLME
KFQEAIEKFDTAIALEKET KPMCMN VLPLINKALALFQWK' ---------- QDYA-EAEQLCE
NFSEAIEKFDKAVEMEKQS KPMSIN VLPLINKALALFQWK ----------HDFA-EAEQLCQ
QLQKADELFDKAISIRPN- ----- F PSYYVHKGVLQVQLK --
QFEEACEKFDTAIKLQPE- ----- N PVHKVYKGLLMVQWK
QFGKADEMYDKCIELEPD- ----- N ATTYVHKGLLQLQWK  --
QFGKADEMYDKCIDLEPD- ----- N ATTYVHKGLLQLQWK -
QFGKADEMYDKCIDLEPD- ----- N ATTYVHKGLLQLQWK

--QDLD-RGLELIS
.......... QDLE-KGLDLIS

TPR11

KA-IKIDPSC NAYLQLAQLHMLL------=--=--=--- QEWDDANSILDSALKEAVSY S Bl TSVYTSKESSTYQLKTLQKY QSLKAAK------=---mmmmmm
DG-HAVCPAT E CCASENLSVIGRRMRFILRSMLMPMCVLLGTVKSLFLFHSFVGICS WCMVQEWD RPIVRGRLCMENR.LRF----------------
KG-VSVDPTS NALVQLANLKI----MVAREM-------- AEAEAATALLDKAVALCTTK E [ELMETLSVR\ATEGRIKGALLLGRITLG
EA-IRVDPSF LAYTHLGNVKL----GTATEL-------- SSAREVVTLYDQALANCRSE E [8] KELCSMRILAVAQVEAASMLKESFNVQ----
KA-VEMCPRS FAYCHLAQVYMAM---------nmmmemel QEYSRAIEQIDKAVAFAFSK D[SLNELFAIRVTAETHQQASVLLQ

EA-IQVDPKS LAAVQLAQIKLQL---=-====-==---- NQAEEAIVLFEKTAKLARSP E[= SFA|

KA-SKLDPRS QAKIGLAQMKLQQ-- ---EDIDEAITLFEESADLARTM E [EKBQATFA

KA-CEIDPRS QAIVGLAQLKLQN--- --EEVDLAIELFEKAADLSRTM D [EKBRQANTFA

KA-LIIDPEC IAVATMAQLLLQQ-------=--=----- GKVVEALKFFERAAELARTE G NABSYABAT
KALIIVDPEC IAVGTMAQLLLQQ-------=-==----- GKVSQALKYFERAAELARTE P NANSYABAT
KA-IELDNKC FAYETLATVEVQR-- ---GNIDRGIELFEKALNLARAE S HTESLLI

EA-ISIDSKC FAYETLATLEVQR----- --GNLEKSVELFDKAIDLVRTE G[EMAQTRSLREAAI

KA-IEIDNKC FAYETMGTIEVQR---------------- GNLDKAIDMFNKAINLAKSE M[=EMAHLNSLC

KA-IEIDNKC FAYETMGTIEVQR---------------- GNMEKAIDMFNKAINLAKSE M[=EMAHLNSLC

KA-IEIDNKC FAYETMGTIEVQR---------------- GNLDKAIEMFNKAINLAKSE M[EVEHLNMSLC




Ectocarpus Esi0232_0002 Superimposition of the two models Yeast Tom70



