Table S1. Summary of the results of the studies reporting reference gene validation in plants. 

This table lists the species for which reference gene validation was reported, the candidate reference genes, the programs used, the gene(s) inferred as the most stable and the corresponding citation. The studies reporting validation of reference gene in some particular conditions (for example, under pathogen infection) are not included.

	Object
	Candidate reference genes
	Ranking order
	Best genes
	Reference

	
	
	geNorm
	NormFinder
	BestKeeper
	
	

	Cicer 
arietinum
	ACT1

EF1α

GAPDH

IF4α
TUB6

UBC

UBQ5

UBQ10

18sRNA

25sRNA

HSP90

GRX
	EF1α/ HSP90

IF4α
GAPDH

UBC

25sRNA

18sRNA

UBQ10

UBQ5

TUB6

GRX

ACT1
	
	
	EF1α
HSP90
	1

	Nicotiana
tabacum
	18SrRNA

Actin(Tac9)

EF1α
ribosomal protein L25 

α-Tubulin (tubA1)

β-Tubulin

Ntubc-2
2A (PP2A)
	EF1α/L25

Ntubc-2
PP2A

18SrRNA

Actin
β-Tubulin

α-Tubulin
	PP2A

18SrRNA

Ntubc-2
L25

Actin
β-Tubulin

α-Tubulin
	
	L25
EF1α
Ntubc-2
	2

	Gossipium 
hirsutum
	GhACT4

GhEF1α 5
GhPP2A1

GhMZA

GhPTB

GhGAPC2
GhβTUB3

GhUBQ14
GhFBX6
	GhPP2A1/

GhPTB

GhMZA

GhUBQ14
GhACT4

GhEF1α 5
GhFBX6

GhβTUB3

GhGAPC2
	GhPP2A1

GhUBQ14
GhACT4

GhMZA

GhPTB

GhEF1α 5
GhFBX6

GhβTUB3

GhGAPC2
	
	GhPP2A1

GhUBQ14
	3

	Soybean 1
	ACT11

ACT2/7

CYP

EF1β
TUA5

TUB4

UBQ10

HDC

SKIP16

MTP

PEPKR1

TIP41
UKN1

UKN2
	SKIP16/

UKN1

MTP

EF1β
TIP41
ACT11

PEPKR1

ACT2/7

UBQ10

HDC

TUA5

UKN2

TUB4

CYP
	EF1β
MTP

TIP41
ACT11

UKN1

SKIP16

UBQ10

TUA5

ACT2/7

HDC

PEPKR1

UKN2

TUB4

CYP
	
	SKIP16

UKN1

UKN2
	4

	Linum 

usitatissimum
	ACT

CYC

EF1α

EF2

ETIF1

ETIF3E

ETIF3H

ETIF4F

ETIF5A

GAPDH

UBI

UBI2

TUA
	EF1α/ETIF5A

UBI

GAPDH
ETIF1

UBI2

ETIF4F

ETIF3E

CYC

ACT

ETIF3H

EF2

TUA
	GAPDH

UBI2

UBI

ETIF3E

EF1α
ETIF5A

ETIF4F

CYC

EF2

ETIF1

ACT

ETIF3H

TUA
	
	
	5

	Coffea arabica
	POLY

ADH

ACT

GAPDH

RPL7

CSS

CYS

14-3-3
	Data not shown
	Data not shown
	
	GAPDH

14-3-3

RPL7
	6

	Tomato
	GAPDH
EFα1

TBP

RPL8

APT

DNAj

TUA

TIP41

SAND

CAC

Expressed(AT4G33380)
	CAC/TIP4

TBP

SAND

Expressed
DNAj

APT

RPL8

GAPDH

EFα1

TUA
	TIP4

CAC

Expressed
TBP

SAND

RPL8

APT

GAPDH/ DNAj

EFα1

TUA
	
	CAC

TIP41

Expressed


	7

	Peach
	18SrRNA

ACT

CYP2

TEF2

GAPDH
PLA2

RP 11

RPL13

TUA

TUB

UBQ10
	TEF2/UBQ10

TUB

GAPDH

ACT

RP11

TUA

18SrRNA

PLA2

CYP2
	TEF2

RP11

TUB

UBQ10

CYP2

TUA

GAPDH

ACT

PLA2

18SrRNA
	TEF2

UBQ10

RP 11

TUA

CYP2

GAPDH

TUB

ACT

PLA2

18SrRNA
	TEF2

UBQ10

RP 11
	8

	Soybean 2
	ACT11

CYP2

UBC2

EF1β

ACT2/7

G6PD

UBQ10

TUB

TUA

EF1α
	ACT2/7/

TUA

EF1α

UBC2

EF1β

TUB

CYP2

ACT11

G6PD

UBC10
	
	
	EF1β

CYP2
	9

	Poplar
	ACT11

ACT2

CYP

TUA

TUB

UBQ

UBQ-L

ELF4B-L

EF1β

18SrRNA
	-
	-
	-
	UBQ

TUA
	10

	Brachopodium

distachyon
	ACT7

EF1α
GAPDH

RCA

SamDC

TUA6

UBC18

Ubi4

Ubi10
	SamDC/ UBC18

GAPDH

Ubi4

RCA

ACT7

Ubi10

EF1α
TUA6
	Ubi4

SamDC

UBC18

GAPDH

ACT7

RCA

Ubi10

EF1α
TUA6
	
	UBC18
	11

	Rice 
	ACT11

UBC

eEF-1α
GAPDH

β-TUB

eEF-4α
UBQ10

UBQ5

18SrRNA

25SrRNA
	UBQ5/

eEF-1α
eEF-4α
25SrRNA

UBC

GAPDH

ACT2

UBQ10

18SrRNA

β-TUB
	
	
	UBQ5

EF1α
	12

	Cichorium

intybus
	ACT

TUB

NADHD

EF

H3

rRNA

GAPDH
	ACT/ EF

rRNA

H3

TUB

NADHD

GAPDH
	ACT

EF

rRNA

H3

TUB

NADHD

GAPDH
	rRNA

ACT

EF

TUB

GAPDH
H3

NADHD
	ACT

EF
	13

	Lolium perenne
	eEF1α (h)

eEF1α (s)

TBP-1

eEF4α
YT521-B

eEF1α (m)

E2
	eEF1α (s)/ eEF1α (m)

TBP-1

E2

YT521-B

eEF4α
eEF1α (h)
	eEF1α (s)

YT521-B

eEF1α (m)

eEF4α
TBP-1

E2

eEF1α (h)
	
	EF1α (s)

YT521-B
	14

	Brachiaria brizantha
	EF1α
EF4α
GAPDH

GDP

SUCOA

TUB

UBCE1, UBCE2

UBIBRA
	UBCE1/

UBCE2

EF1

GAPDH

EF1α
SUCOA

UBIBRA

GDP
	
	
	UBCE

EF1α
	15

	Triticum aestivum
	Ta54963

Ta54171

Ta50503

Ta2776

Ta54733

Ta54948

Ta30797

Ta35284

Ta54447

Ta54448

Ta 22845

Ta659

Ta30768

Ta53919

Ta35497

Ta53937

Ta53891

Ta45379

Ta1698

Ta27771

Ta53964

Ta54227

Ta54280

Ta54512

Ta4045

Ta53889

Ta53967

Ta44405

Ta54238

Ta38797
Ta55512
Ta2291
	Ta35284/

Ta22845

Ta54227

Ta2291

Ta53889

Ta4045

Ta2776

Ta53937

Ta54963

Ta53919

Ta54448

Ta54171

Ta54733

Ta54837

Ta54280

Ta54238

Ta53964

Ta50503

Ta55512

Ta25534

Ta54512

Ta1698

Ta30797

Ta54948

Ta30768

Ta54447

Ta35497

Ta27771

Ta54825

Ta53891

Ta44405

Ta38797
	Ta54227/

Ta2291

Ta2776

Ta35284

Ta53919

Ta53967

Ta54171

Ta54963

Ta54733

Ta4045

Ta54448

Ta22845

Ta53937

Ta53889

Ta54238

Ta54280

Ta50503

Ta53964

Ta54512

Ta55512

Ta25534

Ta1698

Ta30797

Ta54948

Ta30768

Ta54447

Ta35497

Ta27771

Ta54825

Ta53891

Ta44405

Ta38797
	
	Ta54227 (Cell div. control prot.)

Ta2291 (ADP-ribosylation factor)

Ta2776 (Similar to RNAse L inhibitor-like protein)
	16

	Petunia hybrida “Mitchell”
	ACT

CYP

EF1α
GAPDH

RPS13

RAN1

SAND
TUB

UBQ
	RAN1

SAND

UBQ

EF1α
RPS13

CYP

TUB

ACT

GAPDH
	EF1α
CYP

RPS13

UBQ

ACT

SAND

TUB

GAPDH

RAN1
	CYP

EF1α
RPS13

ACT

UBQ

TUB

SAND

RAN1

GAPDH
	EF1α
SAND
	17

	Petunia hybrida “V30”
	ACT

CYP

EF1α
GAPDH

RPS13

RAN1

SAND
TUB

UBQ
	RPS13

UBQ

RAN1

CYP

ACT

TUB

EF1α
SAND

GAPDH
	UBQ

RAN1

ACT

GAPDH

RPS13

SAND

EF1α
TUB

CYP
	CYP

EF1α
ACT

SAND

UBQ

GAPDH

RPS13

RAN1

TUB
	CYP

RAN1
	17

	Brassica napus
	Act7

SAND
UP1 (AT4G33380)

UP2 (AT4G26410)

PP2A

TIP41

UBC9

UBC21
	UP1/UBC9

UBC21

TIP41

PP2A

SAND

UP2

Act7
	
	
	Vegetative tissues: UP1

UBC9

UBC21

TIP41

Maturing embryos:

ACT

UBC21

TIP41

PP2A
	18

	Eucalyptus globulus
	18S rRNA

ACT2
EF2
H2B
IDH
UBI
SAND

TIP41

α-Tubulin
Ortholog AT4G33380

EUC12
	IDH/SAND

EUC12

ACT2

α-Tubulin

H2B

EF2

TIP41 

33380

UBI

18S rRNA
	H2B

α-Tubulin

IDH

EUC12

TIP41

SAND

33380

EF2

ACT

UBI

18S rRNA
	
	H2B

α-Tubulin


	19

	Pisum sativum
	GH720838
GH720843
H3

PP2A
helicase
GAPDH

α-Tubulin 

β-Tubulin

ACT

EF1α

18S rRNA
	PP2A/ β-Tubulin

GH720838

ACT

H3

helicase
EF1α

α-Tubulin 

GH720843

GAPDH

18S rRNA
	
	
	Abiotic stress: PP2A/H3/b-tubulin/GH720838

Biotic stress: GH720838/b-tubulin/PP2A

Roots: GH720838/b-tubulin/PP2A

Leaves: EF-1a/b-tubulin (H3)

Roots and leaves non-stressed: GH720838/b-tubulin (H3)
	20

	Water lily
	ACT11

GAPDH
EF1α

UBC16
RPS1

IF1

UBQ11

AP47 (CACS?)
	AP47/ACT11

UBQ11

EF1α

UBC16
GAPDH

RPS1

IF1
	AP47

EF1α

ACT11

GAPDH

UBC16
UBQ11

RPS1

IF1
	
	AP47 (CACS)

ACT11


	21

	Salvia miltiorrhiza
	18S rRNA

EF1α

EF1β

ACT

UBQ

α-Tubulin 

β-Tubulin
	ACT

UBQ

α-Tubulin 

18S rRNA

EF1α
	
	
	ACT

UBQ
	22
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