Table S1. Summary of the studies in the stem cell compendium.

	Publication
	Stem cell population (label)
	Primary or cultured
	SGL size 
	Differentiated cell population
	dGL size

	Ivanova, et al. [1]
	HSC (A)a
	Primary
	701
	MBC
	457

	
	ESC (B)
	Cultured
	577
	MBC
	1842

	
	NSC (C)
	Cultured
	636
	MBC
	2155

	Ramalho-Santos, et al. [2]
	HSC (A)
	Primary
	1272
	BM main population
	750

	
	ESC (B)
	Cultured
	1185
	BM main pop.+ lat.ventricle
	229

	
	NSC (C)
	Cultured
	1585
	Lateral ventricle
	884

	Fortunel, et al [3]
	ESC (B)
	Cultured
	1118
	PEF (primary embryonic fibroblasts)
	3981

	
	NSC (C)
	Cultured
	1150
	Lateral ventricle
	1164

	
	RPC (D)
	Primary
	1487
	Mature retinas
	1358

	Forsberg, et al [4]
	LT-HSC (A)
	Primary
	398
	MPP
	260

	Akashi, et al [5]
	LT-HSC (A)
	Primary
	701
	CLP
	376

	
	
	
	
	CMP
	581

	Kiel, et al. [6]
	FL-HSC (A)
	Primary
	307
	FL-CD45+
	154

	
	FS-HSC (A)
	Primary
	211
	FL-CD45+
	117

	
	Femur-HSC (A)
	Primary
	353
	Femur-CD45+
	329

	
	Pelvis-HSC (A)
	Primary
	262
	Femur-CD45+
	308

	
	Sternum-HSC (A)
	Primary
	273
	Femur-CD45+
	322

	Kiel et al. [7]
	HSC (A)
	Primary
	917
	CD45+ cells
	625

	Terskikh, et al. [8]
	HSC (A)
	Primary
	30
	CMP
	5

	
	
	
	
	GMP
	9

	
	
	
	
	MEP
	8

	
	
	
	
	ProB
	9

	
	
	
	
	ProT
	15

	Buchstaller, et al. [9]
	NCSC (C)
	Cultured 
	189
	Schwann cells
	257

	Chambers, et al. [10]
	HSC (A)
	Primary
	272
	Various downstream cell types (intersection)
	23

	Chateauvieux, et al [11]
	MSC (E)
	Cultured
	254
	Non-MSC (2018; BFC012) lines
	172

	Easterday, et al [12]
	NS (C) (neurosphere cultures
	Cultured
	65
	DC (differentiated cultures)
	13

	Hirst, et al. [13]
	ESC (B)
	Cultured
	461
	EB (d4)
	n/a

	Karsten, et al. [14]
	NSC (C)
	Cultured
	117
	24hDC
	48

	Mills, et al. [15]
	GEP (F)
	Primary
	135
	Parietal cells
	107

	Stappenback, et al. [16]
	SiEP (G)
	Primary
	158
	Paneth cell- normal crypt base epithelium
	1

	Oschner, et al. [17]
	BMEL (basal) (H)
	Cultured
	716
	BMEL (d5 aggregate)
	483

	Behbod, et al. [18]
	MG-SP (I)
	Cultured
	269 (75)b
	MG-NSP
	90 (111)a

	Sharova, et al. [19]
	ESC/EGC (B)
	Cultured
	1462
	DC (LIF)
	441

	
	
	
	
	DC(+RA)
	1566

	Morris, et al. [20]
	Hair follicle SC (J)
	Primary
	75
	Keratinocytes
	49

	Tumbar, et al. [21] 
	LRC (J)
	Primary
	106
	Keratinocyte progeny
	n/a

	Tanaka, et al. [22]
	ES/TS (B)
	Cultured
	23
	MEF cells
	48

	Fevr, et al. [23]
	Intestinal SC (G)
	Primary
	427
	-beta-catenin (withdrawal) 
	541

	Aiba, et al. [24]
	ESC (B)
	Cultured
	632
	F lineage
	1261

	
	ESC (B)
	Cultured
	1782
	G lineage
	794

	
	ESC (B)
	Cultured
	1464
	N lineage
	1429

	
	ESC (B)
	Cultured
	1695
	Z lineage
	1847

	
	ESC (B)
	Cultured
	1108
	P0/P4
	1111

	
	iPS (B)
	Cultured
	1739
	MEF
	2250

	
	iPS (B)
	Cultured 
	1765
	MEF
	2198

	
	NSC (C)
	Cultured
	799
	DC
	1128

	
	TSC (K)
	Cultured
	1207
	Placenta
	2118

	Oatley, et al. [25]
	SSC (L)
	Cultured
	176
	-GDNF (withdrawal)
	59

	Orwig, et al. [26]
	SSC (L)
	Primary
	319
	Testicular somatic cells
	1769

	Kokkinaki, et al. [27] 
	SSC (L)
	Primary
	276
	Spermatogonia
	103

	Sharov, et al. [28]
	ES/EG/TS (B)
	Cultured
	97
	n/a
	n/a

	
	MS/NS/HS (E)
	Cultured
	24
	n/a
	n/a

	Giannakis, et al [29]
	GEP (F)
	Primary
	1365
	n/a
	n/a

	
	SiEP (G)
	Primary
	1440
	n/a
	n/a


a Letters indicate the stem cell type: A, hematopoietic stem cells; B, embryonic stem cells; C, neural stem cells; D; retinal stem cells; E, mesenchymal stem cells; F, gastric stem cells; G,  intestinal stem cells; H, liver stem cells; I, mammary stem cells; J, epithelial stem cells; K, trophoblast stem cells; and L, spermatogonial stem cells.  

b Due to an error in data processing, SGLs and dGLs for mammary cells contained mixtures of up- and down-regulated genes that were used for recurrence scoring.  The corrected sizes are shown in brackets; all heatmaps online and in the manuscript were also updated to include the corrected data.   
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