Table S5 - Annotated proteins identified by mass spectrometry in enriched CV fractions. When present, experimentally determined locations and their respective references are given. Predicted locations, as
determined using five protein localization programs (see Additional file 6) are given for comparison. Abbreviations used: S, secreted. C, cytosol. M, mitochondrion. N, nucleus. PM, plasma membrane. G, Golgi

complex. ER, endoplasmic reticulum, P, peroxisome. L, lysosome. CYSK, cytoskeleton.

Notes: (*) The assignment of the protein cellular location is based on: a. publications describing the location of the protein in 7 cruzi; b. publications describing the location of conserved pathways in trypanosomatids or in other

eukaryotes; c. gene ontology annotation found in GeneBank. d. in silico prediction based in targeting signals. When the location is unknown or uncertain, an X is displayed in the table. An asterisk indicates when the location of

the protein in 7. cruzi has been experimentally demonstrated. Genes corresponding to gene products not previously detected in proteomic studies or epimastigotes are in red. Genes whose gene products are studied in this work or

are known to be present in the CV of this or other organisms are in green.

PubMed Reference: The references correspond to work in which the gene, protein, or activity of the protein has been described either in 7. cruzi or in other trypanosomatids. When no reference in trypanosomatids is available,

the reference corresponds to the identification of the gene, protein or activity in other species. N/A : references not available in trypanosomatids

Experimentally
Protein Predicted Determined
Name Tc# Accession  Location Location Reference
AMINO ACID AND POLYAMINE METABOLISM
histidine ammonia-lyase, putative Tc00.1047053506247.220 EAN98485 X Atwood JA 3rd, Weatherly DB, Minning TA, Bundy B, Cavola C, Opperdoes FR, Orlando R, Tarleton RL. The Trypanosoma
cruzi proteome. Science. 2005 Jul 15;309(5733):473-6.
glutamate dehydrogenase, putative Tc00.1047053509445.39 EAN82723 M C/M* P Barderi, O Campetella, A C Frasch, J A Santomé, U Hellman, U Pettersson, and J J Cazzulo. The NADP+-linked
glutamate dehydrogenase from 77ypanosoma cruzi: sequence, genomic organization and expression. Biochem J. 1998
March 1; 330(Pt 2): 951-58.
Tc00.1047053505843.10 EAN84271 M C/M* Same as previous
delta-1-pyrroline-5-carboxylate reductase, putative Tc00.1047053510943.50 EAN95227 X N/A. Tomenchok, D.M., and Brandiss, M.C. Gene-enzyme relationships in the proline biosynthetic pathway of
Saccharomyces cerevisiae. J Bacteriol. 1987 Dec;169(12):5364-72.
Tc00.1047053509351.10 EAN81376 X N/A. Same as previous
peptide methionine sulfoxide reductase, putative Tc00.1047053510855.10 EAN83377 X N/A. Schmidt A, Clayton CE, Krauth-Siegel RL. Silencing of the thioredoxin gene in Trypanosoma brucei brucei. Mol
Biochem Parasitol. 2002 Nov-Dec;125(1-2):207-10.
NUCLEOSIDE, NUCLEOTIDE & NUCLEIC ACID METABOLISM
inosine-5'-monophosphate dehydrogenase, putative Tc00.1047053506519.130 EAN91257 (o3 X Wilson K, Berens RL, Sifri CD, Ullman B. Amplification of the inosinate dehydrogenase gene in Trypanosoma brucei
gambiense due to an increase in chromosome copy number. J Biol Chem. 1994 Nov 18;269(46):28979-87.
CARBOHYDRATE METABOLISM
glucosamine-6-phosphate isomerase, putative Tc00.1047053511531.50 EAN86006 (o3 glycosome N/A. Natarajan K, Datta A. Molecular cloning and analysis of the NAG1 cDNA coding for glucosamine-6-phosphate
deaminase from Candida albicans. J Biol Chem. 1993 May 5;268(13):9206-14. // Opperdoes FR, Szikora JP. In silico
prediction of the enzymes of Lei. ia major and trypanosomes. Mol Biochem Parasitol. 2006 Jun;147(2):193-
206.
pyruvate phosphate dikinase, putative Tc00.1047053510101.140 EAN99374 glycosome Maldonado RA, Fairlamb AH. Cloning of a pyruvate dikinase from Tryp cruzi. Mol Biochem Parasitol.
2001 Feb;112(2):183-91.
Tc00.1047053506297.190 EAN98352 glycosome Same as previous
alkyl-dihydroxyacetone phosphate synthase, putative Tc00.1047053503815.10 EAN82998 glycosome Zomer AW, Opperdoes FR, van den Bosch H. Alkyl dihydroxyacetone phosphate synthase in glycosomes of Trypanosoma
brucei. Biochim Biophys Acta. 1995 Jul 13;1257(2):167-73/ Zomer AW, Michels PA, Opperdoes FR. Molecular
characterisation of Tr brucei alkyl dihydroxyacetone-phosphate synthase. Mol Biochem Parasitol. 1999 Oct
25;104(1):55-66.
lipophosphoglycan biosynthetic protein, putative (HSP90) Tc00.1047053506989.190 EAN96800 S ER Descoteaux A, Avila HA, Zhang K, Turco SJ, Beverley SM. Leishmania LPG3 encodes a GRP94 homolog required for
phosphoglycan synthesis implicated in parasite virulence but not viability. EMBO J. 2002 Sep 2;21(17):4458-69.
LIPID, FATTY ACID AND STEROL METABOLISM
sterol C-24 reductase, putative Tc00.1047053506577.120 EAN95037 X N/A, although ergosterol is present in T. cruzi. Docampo R, Moreno SN, Turrens JF, Katzin AM, Gonzalez-Cappa SM,
Stoppani AO. Biochemical and ultrastructural alterations produced by miconazole and econazole in Trypanosoma cruzi. Mol
Biochem Parasitol. 1981 Jul;3(3):169-80.
3-oxo-5-alpha-steroid 4-dehydrogenase, putative Tc00.1047053457251.10 EAN81369 X N/A, in trypanosomatids, although NADPH cytochrome ¢ reductase activities are present. Kuwahara T, White RA Jr, Agosin
M. NADPH-cytochrome c reductases of Trypanosoma cruzi. Biochem Biophys Res Commun. 1984 Oct 15;124(1):121-4.
acyl-CoA dehydrogenase, putative Tc00.1047053508827.40 EAN92888 M X N/A. Matsubara Y, Kraus JP, Yang-Feng TL, Francke U, Rosenberg LE, Tanaka K. Molecular cloning of cDNAs encoding rat
and human medium-chain acyl-CoA dehydrogenase and assignment of the gene to human chromosome 1. Proc Natl Acad
Sci U S A. 1986 Sep;83(17):6543-7.
Tc00.1047053509153.120 EAN93479 M X Same as previous




enoyl-CoA hydratase/isomerase family protein, putative Tc00.1047053511529.160 EAN93883

enoyl-CoA hydratase, mitochondrial precursor, putative Tc00.1047053508153.130 EAO00193
3-ketoacyl-CoA thiolase, putative Tc00.1047053509463.30 EAN85395
thiolase protein-like protein, putative Tc00.1047053511389.150 EAN92450
Trifunctional enzyme alpha subunit, mitochondrial precursor-like protein, putative Tc00.1047053508981.39 EAN84570
Tc00.1047053509701.10 EAN81265
THIOL METABOLISM
tryparedoxin peroxidase, putative Tc00.1047053509499.14 EAN84888
trypanothione/tryparedoxin dependent peroxidase 2, putative Tc00.1047053503899.119 EAN90957
glutaredoxin, putative Tc00.1047053506475.116 EAN95349
ENERGY METABOLISM
aconitase, putative Tc00.1047053511277.290 EAO00045
2-oxoglutarate dehydrogenase subunit, putative Tc00.1047053503793.10 EAN81565
2-oxoglutarate dehydrogenase E1 component, putative Tc00.1047053506337.70 EAN93176
dihydrolipoyl dehydrogenase, putative Tc00.1047053507089.270 EAN96941
succinate dehydrogenase flavoprotein, putative Tc00.1047053504949.30 EAN82006
Tc00.1047053511909.40 EAN87573
mitochondrial malate dehydrogenase, putative Tc00.1047053506195.110 EAN97253
NADH-dependent fumarate reductase, putative Tc00.1047053510215.10 EAN81600
Tc00.1047053508535.10 EAN85469.1
Tc00.1047053503849.60 EAN88381
glycerol-3-phosphate dehydrogenase, putative Tc00.1047053511151.90 EAN90136
carnitine/choline acetyltransferase, putative Tc00.1047053509999.90 EAN93060

ELECTRON CARRIERS AND TRANSPORT

NADH dehydrogenase, putative Tc00.1047053506839.70 EAN90346
cytochrome c, putative Tc00.1047053506949.50 EAN87335
cytochrome ¢ oxidase subunit V, putative Tc00.1047053508503.20 EAN86560
cytochrome ¢ oxidase, subunit VI, putative Tc00.1047053503769.40 EAN84925
cytochrome ¢ oxidase, subunit VIII (COX VIIl), putative Tc00.1047053407477.50 EAN83385
cytochrome ¢ oxidase subunit 10, putative Tc00.1047053455721.9 EAN81337

ATP-PROTON MOTIF FORCE INTERCONVERSION

glycosome

glycosome

glycosome

C/M

glycosome/M

X

glycosome/ M

glycosome/ M
glycosome/ M
glycosome

X

Wiemer EA, IJIst L, van Roy J, Wanders RJ, Opperdoes FR. Identification of 2-enoyl coenzyme A hydratase and NADP(+)-
dependent 3-hydroxyacyl-CoA dehydrogenase activity in glycosomes of procyclic Trypanosoma brucei. Mol Biochem
Parasitol. 1996 Nov 12;82(1):107-11.

N/A. Kanazawa M, Ohtake A, Abe H, Yamamoto S, Satoh Y, Takayanagi M, Niimi H, Mori M, Hashimoto T.. Molecular cloning
and sequence analysis of the cDNA for human mitochondrial short-chain enoyl-CoA hydratase. Enzyme Protein.
1993;47(1):9-13.

Opperdoes FR, Szikora JP. In silico prediction of the glycosomal enzymes of Leishmania major and trypanosomes. Mol
Biochem Parasitol. 2006 Jun;147(2):193-206.

same as previous

N/A. Uist L, Ruiter JP, Hoovers JM, Jakobs ME, Wanders RJ. Common missense mutation G1528C in long-chain 3-
hydroxyacyl-CoA dehydrogenase deficiency. Characterization and expression of the mutant protein, mutation analysis on
genomic DNA and chromosomal localization of the mitochondrial trifunctional protein alpha subunit gene. J Clin Invest. 1996
Aug 15;98(4):1028-33.

Same as previous

Lopez JA, Carvalho TU, de Souza W, Flohé L, Guerrero SA, Montemartini M, Kalisz HM, Nogoceke E, Singh M, Alves MJ,
Colli W. Evidence for a trypanothione-dependent peroxidase system in Trypanosoma cruzi. Free Radic Biol Med. 2000 Mar
1,28(5):767-72.

Hillebrand H, Schmidt A, Krauth-Siegel RL. A second class of peroxidases linked to the trypanothione metabolism. J Biol
Chem. 2003 Feb 28;278(9):6809-15.

Filser M, Comini MA, Molina-Navarro MM, Dirdjaja N, Herrero E, Krauth-Siegel RL. Cloning, functional analysis, and
mitochondrial localization of Trypanosoma brucei monothiol glutaredoxin-1. Biol Chem. 2008 Jan;389(1):21-32.

Piacenza L, Irigoin F, Alvarez MN, Peluffo G, Taylor MC, Kelly JM, Wilkinson SR, Radi R. Mitochondrial superoxide radicals
mediate programmed cell death in Trypanosoma cruzi: cytoprotective action of mitochondrial iron superoxide dismutase
overexpression. Biochem J. 2007 Apr 15;403(2):323-34.

N/A. Repetto B, Tzagoloff A. Structure and regulation of KGD1, the structural gene for yeast alpha-ketoglutarate
dehydrogenase. Mol Cell Biol. 1989 Jun;9(6):2695-705.

same as above

Schoneck R, Billaut-Mulot O, Numrich P, Ouaissi MA, Krauth-Siegel RL. Cloning, sequencing and functional expression of
dihydrolipoamide dehydrogenase from the human pathogen Trypanosoma cruzi. Eur J Biochem. 1997 Feb 1;243(3):739-47.
1111l Portela MP, Stopopani AO. Lipoamide dehydrogenase from Trypanosoma cruzi: some properties and cellular
localization. Biochem Int. 1991 May;24(1):147-55.

Christmas PB, Turrens JF. Separation of NADH-fumarate reductase and succinate dehydrogenase activities in Trypanosoma
cruzi. FEMS Microbiol Lett. 2000 Feb 15;183(2):225-8.

Same as previous

Cannata JJ, Cazzulo JJ. Glycosomal and mitochondrial malate dehydrogenases in epimastigotes of Trypanosoma cruzi. Mol
Biochem Parasitol. 1984 Apr;11:37-49.

Besteiro S, Biran M, Biteau N, Coustou V, Baltz T, Canioni P, Bringaud F. i secreted by Tr brucei is
produced by a novel and unique glycosomal enzyme, NADH-dependent fumarate reductase. J Biol Chem. 2002 Oct
11;277(41):38001-12. // Coustou V, Besteiro S, Riviére L, Biran M, Biteau N, Franconi JM, Boshart M, Baltz T, Bringaud F. A
mitochondrial NADH-dependent fumarate reductase involved in the production of succinate excreted by procyclic
Trypanosoma brucei. J Biol Chem. 2005 Apr 29;280(17):16559-70.

Same as previous

Same as previous

Concepcion JL, Acosta H, Quifiones W, Dubourdieu M. A alpha-glycerophosphate dehydrogenase is present in
Trypanosoma cruzi glycosomes. Mem Inst Oswaldo Cruz. 2001 Jul;96(5):697-701.

N/A. Elgersma Y, van Roermund CW, Wanders RJ, Tabak HF. Peroxisomal and mi ial carnitine of
Saccharomyces cerevisiae are encoded by a single gene. EMBO J. 1995 Jul 17;14(14):3472-9.

Fang J, Beattie DS. Identification of a gene encoding a 54 kDa alternative NADH dehydrogenase in Trypanosoma brucei.
Mol Biochem Parasitol. 2003 Mar;127(1):73-7.

Torri AF, Hajduk SL. Posttranscriptional regulation of cytochrome ¢ expression during the developmental cycle of
Trypanosoma brucei. Mol Cell Biol. 1988 Nov;8(11):4625-33.

Mayho M, Fenn K, Craddy P, Crosthwaite S, Matthews K. Post-transcriptional control of nuclear-encoded cytochrome
oxidase subunits in Trypanosoma brucei: evidence for genome-wide conservation of life-cycle stage-specific regulatory
elements. Nucleic Acids Res. 2006;34(18):5312-24.

Same as previous

Same as previous

Same as previous



ATP synthase F1 subunit gamma protein, putative Tc00.1047053504069.80 EAN89661 M

ATP synthase, alpha chain, mitochondrial precursor, putative Tc00.1047053510395.10 EAN81916 M M

ATPase beta subunit, putative Tc00.1047053509233.180 EAN95983 M M

vacuolar ATP synthase, subunit B, putative Tc00.1047053506025.50 EAN86474 acidocalcisome/CV,
inconclusive

vacuolar proton translocating ATPase, subunit a, putative Tc00.1047053509601.70 EAN92926 acidocalcisome/CV,
inconclusive

vacuolar-type proton translocating pyrophosphatase 1, putative Tc00.1047053510773.20 EAN91609 acidocalcisome/CV*

GLYCOLYSIS /| GLUCONEOGENESIS

glyceraldehyde 3-phosphate dehydrogenase, putative Tc00.1047053506943.50 EAN90286 glycosome
triosephosphate isomerase, putative Tc00.1047053508647.200 EAN96402 glycosome
glycosomal phosphoenolpyruvate carboxykinase, putative Tc00.1047053507547.90 EAN88964 glycosome*

CELLULAR STRUCTURE, MOTILITY, AND ORGANIZATION
beta tubulin, putative Tc00.1047053506563.40 EAN94839 C CYSK! flagellar and sub-
pellicular microtubules*

Cataldi de Flombaum MA, Stoppani AO. Influence of efrapeptin, aurovertin and citreoviridin on the mitochondrial adenosine
triphosphatase from Trypanosoma cruzi. Mol Biochem Parasitol. 1981 Jul;3(3):143-55. // Brown B SV, Stanislawski A, Perry
QL, Williams N. Cloning and characterization of the subunits comprising the catalytic core of the Trypanosoma brucei
mitochondrial ATP synthase. Mol Biochem Parasitol. 2001 Apr 6;113(2):289-301.

Same as previous

Same as previous

Similar to subunit B of the vacuolar H+-ATPase.// Zhong L, Lu HG, Moreno SN, Docampo R. Ca2+ content and expression
of an acidocalcisomal calcium pump are elevated in intracellular forms of Trypanosoma cruzi. Mol Cell Biol. 1998
Apr;18(4):2309-23. Rohloff P, Montalvetti A, Docampo R. Acidocalcisomes and the contractile vacuole complex are involved
in osmoregulation in Trypanosoma cruzi. J Biol Chem. 2004 Dec 10;279(50):52270-81

Similar to subunit a of the vacuolar H+-ATPase. Same as previous

Scott DA, de Souza W Benchimol M, Zhong L, Lu HG, Moreno SN, Docampo R.Presence of a plant-like proton-pumping

in isomes of Tryp cruzi. J Biol Chem. 1998 Aug 21;273(34):22151-8. // Hill JE, Scott
DA Luo S, Docampo R. Cloning and functional expression of a gene encoding a vacuolar-type proton-translocating
pyr from Tr cruzi. Biochem J. 2000 Oct 1;351(Pt 1):281-8.

Kendall G, Wilderspin AF, Ashall F, Miles MA, Kelly JM. Trypanosoma cruzi glycosomal glyceraldehyde-3-phosphate
dehydrogenase does not conform to the 'hotspot' topogenic signal model. EMBO J. 1990 Sep;9(9):2751-8.

Ostoa-Saloma P, Garza-Ramos G, Ramirez J, Becker |, Berzunza M, Landa A, Gémez-Puyou A, Tuena de Gomez-Puyou
M, Pérez-Montfort R. Cloning, expression, purification and characterization of triosephosphate isomerase from Trypanosoma
cruzi. Eur J Biochem. 1997 Mar 15;244(3):700-5.

Linss J, Goldenberg S, Urbina JA, Amzel LM. Cloning and characterization of the gene encoding ATP-dependent phospho-
enol-pyruvate carboxykinase in Trypanosoma cruzi: comparison of primary and predicted secondary structure with host GTP-
dependent enzyme. Gene. 1993 Dec 22;136(1-2):69-77.

De Lima AR, Medina R, Uzcanga GL, Noris Suarez K, Contreras VT, Navarro MC, Arteaga R, Bubis J. Tight bmdlng between
a pool of the heterodimeric alpha/beta tubulin and a protein kinase CK2 in Tryp: cruzi epimasti A
2006 Apr;132(Pt 4):511-23. ./ Vaughan S, Attwood T, Navarro M, Scott V, McKean P, Gull K. New tubulins in protozoal
parasites. Curr Biol. 2000 Apr 6;10(7):R258-9.

same as previous /// Souto-Padron T, Cunha e Silva NL, de Souza W. Acetylated alpha-tubulin in Trypanosoma cruzi:

tochemical ization. Mem Inst Oswaldo Cruz. 1993 88(4):517-28.

alpha tubulin, putative Tc00.1047053411235.9 EAN81053 CYSK! flagellar and sub-
pellicular
myosin heavy chain, putative Tc00.1047053506491.20 EAN86336
myosin IB heavy chain, putative (Myosin V-2) Tc00.1047053507739.110 EAN89650 CYSK
cytoskeleton-associated protein CAP5.5, putative Tc00.1047053509237.130 EAN92788 CYSK
Tc00.1047053508555.60 EAN87963 CYsSK
dynein heavy chain, putative Tc00.1047053509585.10 EAN84848 (o3 CYSK
Tc00.1047053508815.179 EAN93755 CYsSK
Tc00.1047053508275.9 EAN82251 C CYsSK
Tc00.1047053433273.10 EAN80780 CYsSK
myosin heavy chain, putative (Myosin V-1) Tc00.1047053511527.70 EAN87803 CYSK
flagellar radial spoke component, putative Tc00.1047053504089.50 EAN90808 flagellum
flagellum-adhesion glycoprotein, putative Tc00.1047053509561.20 EAN90705 S flagellum
69 kDa paraflagellar rod protein, putative Tc00.1047053511215.119 EAN92318 flagellum*

paraflagellar rod protein 3, putative Tc00.1047053509617.20 EAN87979 (o3 flagellum*

Doberstein SK, Baines IC, Wiegand G, Korn ED, Pollard TD. Inhibition of contractile vacuole function in vivo by antibodies
against myosin-l. Nature. 1993 Oct 28;365(6449):841-3.// Ollvelra MF, Bijovsky AT, Carvalho TU, de Souza W, Alves MJ,
Colli W. A monoclonal antibody to Tr cruzi tr re izes a myosin tail epitope. Parasitol Res. 2001
Dec;87(12):1043-9.

Same as previous

Hertz-Fowler C, Ersfeld K, Gull K. CAP5.5, a life-cycle-regulated, cytoskeleton-associated protein is a member of a novel
family of calpain-related proteins in Trypanosoma brucei. Mol Biochem Parasitol. 2001 Aug;116(1):25-34. Erratum in: Mol
Biochem Parasitol 2001 Sep 28;117(1):119.

Same as previous

Branche C, Kohl L, Toutirais G, Buisson J, Cosson J, Bastin P. Conserved and specific functions of axoneme components in
trypanosome motility. J Cell Sci. 2006 Aug 15;119(Pt 16):3443-55.

Same as previous

Same as previous

Same as previous

Doberstein SK, Baines IC, Wiegand G, Korn ED, Pollard TD. Inhibition of contractile vacuole function in vivo by antibodies
against myosin-l. Nature. 1993 Oct 28;365(6449):841-3.// Ollvelra MF, Bijovsky AT, Carvalho TU, de Souza W, Alves MJ,
Colli W. A monoclonal antibody to Tr cruzi try) recognizes a myosin tail epitope. Parasitol Res. 2001
Dec;87(12):1043-9.

Ralston KS, Lerner AG, Diener DR, Hill KL. Flagellar motility contributes to cytokinesis in Trypanosoma brucei and is
modulated by an evolutionarily conserved dynein regulatory system. Eukaryot Cell. 2006 Apr;5(4):696-711.

Cooper R, de Jesus AR, Cross GA. Deletion of an immunodominant Trypanosoma cruzi surface glycoprotein disrupts
flagellum-cell adhesion. J Cell Biol. 1993 Jul;122(1):149-56.

Beard, C. A,, Sahorio, J. L., Tewari, D., Krieglstein, K. G., Henschen,A. H., andManning, J. E. Evidence for two distinct major
protein components, PAR 1 and PAR 2, in the paraflagellar rod of Trypanosoma cruzi. Complete nucleotide sequence of
PAR. J. Biol. Chem. 1992 267, 21656-21662 // Fouts DL, Stryker GA, Gorski KS, Miller MJ, Nguyen TV, Wrightsman RA,
Manning JE. Evidence for four distinct major protein components in the paraflagellar rod of Trypanosoma cruzi. J Biol
Chem. 1998 Aug 21;273(34):21846-55.

Same as previous



paraflagellar rod component Par4, putative

paraflagellar rod component, putative

kinetoplastid membrane protein KMP-11

Basal body component, putative

amastin, putative

extracellular receptor, putative

REPLICATION, TRANSCRIPTION, DNA REPAIR, AND DNA BINDING

histone H4, putative

histone H2B, putative

kinetoplast DNA-associated protein, putative

mitochondrial DNA topoisomerase |l, putative

Mitochondrial oligo_U binding protein TBRGG1, putative

Ribonuclease mar1, putative

TRANSCRIPTION, RNA PROCESSING, AND RNA BINDING

Mitochondrial RNA-binding protein 2, putative

Mitochondrial RNA-binding protein

p22 protein precursor, putative

MP99, putative

Isoleucyl-tRNA synthetase, putative

Leucyl-tRNA synthetase, putative

ribosomal protein $19, putative

408 ribosomal protein S27, putative

ribosomal protein S29, putative

408 ribosomal protein S15, putative

Tc00.1047053510353.30

Tc00.1047053506755.20

Tc00.1047053508413.68

Tc00.1047053511071.130
CELL ADHESION / SURFACE
Tc00.1047053509051.20

Tc00.1047053509965.394

Tc00.1047053506503.140

Tc00.1047053507941.150

Tc00.1047053511635.10

Tc00.1047053511029.20

Tc00.1047053508719.40

Tc00.1047053508719.60

Tc00.1047053506445.60

Tc00.1047053507927.20

Tc00.1047053505945.20

Tc00.1047053506755.260

Tc00.1047053506933.60

Tc00.1047053509053.70

Tc00.1047053508153.1100

Tc00.1047053509797.40

Tc00.1047053509679.9

EAN83974

EAN96891

EAN87014

EAN92157

EAN84309

EAN98408

EAN95091

EAN90974.1

EAN83533

EAN81680

EAN87060

EAN87062

EAN91964

EAN87685

EAN87195

EAN96915

EAN90161

EAN91460

EAQ00253

EAN86703

EAN81004

TRANSLATION AND PROTEIN SYNTHESIS

Tc00.1047053504013.100

Tc00.1047053506963.14

Tc00.1047053506025.14

Tc00.1047053511809.130

EAN88197

EAN89730

EAN86477

EAN91806

flagellum*

flagellum*
flagellum/ flagellar pocket/
CYSK*
basal body, N, flagellum
PM
PM

PM

kinetoplast*

kinetoplast*
kinetoplast*

M

ER

ER

ER

Same as previous

Same as previous

M C Thomas , J L Garcia-Pérez , C Alonso , M C Lopez. Molecular characterization of KMP11 from Trypanosoma cruzi: a
cytoskeleton-associated protein regulated at the translational level. DNA Cell Biol. 2000 19 (1):47-57.

Dilbeck V, Berberof M, Van Cauwenberge A, Alexandre H, Pays E. Characterization of a coiled coil protein present in the
basal body of Trypanosoma brucei. J Cell Sci. 1999 Dec;112 ( Pt 24):4687-94.

Teixeira SM, Russell DG, Kirchhoff LV, Donelson JE. differentially expressed gene family encoding amastin, a surface
protein of Trypanosoma cruzi amastigotes. J Biol Chem. 1994 Aug 12;269(32):20509-16.

same as previous

N/A. Contains two pfam01094 (receptor family binding region) found in a wide range of receptors and bacterial amino acid
binding proteins

Alsford S, Horn D. Trypanosomatid histones. Mol Microbiol. 2004 Jul;53(2):365-72. /// da Cunha JP, Nakayasu ES, de
Almeida IC, Schenkman S. Post: ional i ions of Tryp: cruzi histone H4. Mol Biochem Parasitol. 2006
Dec;150(2):268-77.

Alsford S, Horn D. Trypanosomatid histones. Mol Microbiol. 2004 Jul;53(2):365-72. /// da Cunha JP, Nakayasu ES, de
Almeida IC, Schenkman S. Post: ional i ions of Tryp: cruzi histone H4. Mol Biochem Parasitol. 2006
Dec;150(2):268-77. //I Toro GC, Wernstedt C, Hellman U, Galanti N. Presence of histone H2B in Trypanosoma cruzi
chromatin. Biol Res. 1993;26(1-2):41-6.

Zavala-Castro JE, Acosta-Viana K, Guzman-Marin E, Rosado-Barrera ME, Rosales-Encina JL. Stage specific kinetoplast
DNA-binding proteins in Trypanosoma cruzi. Acta Trop. 2000 Sep 18;76(2):139-46. /// Zavala-Castro JE, Acosta-Viana K,
Baylon-Pacheco L, Gonzalez-Robles A, Guzman-Marin E, Rosales-Encina JL. Kinetoplast DNA-binding protein profile in the
epimastigote form of Trypanosoma cruzi. Arch Med Res. 2002 May-Jun;33(3):250-6.

Same as previous

Same as previous

Melendy, T., Sheline, C., and Ray, D.S. Localization of a type Il DNA topoisomerase to two sites at the periphery of the
kinetoplast DNA of Crithidia fasciculata. Cell 55:1083-1088, 1988.

Vanhamme L, Perez-Morga D, Marchal C, Speijer D, Lambert L, Geuskens M, Alexandre S, Ismaili N, Géringer U, Benne R,
Pays E. Trypanosoma brucei TBRGG1, a mitochondrial oligo(U)-binding protein that co-localizes with an in vitro RNA editing
activity. J Biol Chem. 1998 Aug 21;273(34):21825-33.
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