SPECIES MARKER REGULATORY GENES
number of
isolates
tested | ASTAU| gapa KatA. CoA nucl spa sbi sarA saeS vraS  |agrl (total) (:ﬁ::]l) :‘iﬂ: Ff’:; hid

CCI-MRSAIV [PVL], WA-1/57 50 NEG NEG NEG
[CCI-MRSA-IV [PVL+], USA400 v NEG NEG NEG
(CCI-MRSA-IV/SCCfus [PVL-] 2 NEG NEG NEG
[CCI-MRSA-IV/SCClus [PVL+] 2 AMB NEG NEG AMB NEG
[CCI-MRSA-V [PVL+] 1 NEG NEG NEG
[CCI-MRSA-V/SCCfus [PVL-] 3 NEG NEG NEG
[CCI-MRSA-V/SCCfus [PVL+] 1 NEG NEG NEG
[ST228-MRSA-L South G fan MRSA 156 NEG NEG NEG
[STS-MRSA-L, Geraldine Clone 2 NEG NEG NEG
[CC5-MRSA-Ivar., WA-18/21/48 3 NEG NEG NEG
|CC5-MRSA-II, Rhine-Hesse /UK-3 310 NEG NEG NEG
[CC5-MRSA-II [ACME+] 3 NEG NEG NEG
[CCS-MRSA-III 6 NEG NEG NEG
(CC5-MRSA-1V, Pacdiatric clone 104 NEG NEG NEG
CC5-MRSA-IV [PVL+] 31 NEG NEG NEG
[CCS-MRSA-V. 27 NEG NEG NEG
[CC5-MRSA-V [PVL+] 3 NEG NEG NEG
[CC5-MRSA-VI, New Pacdiatric Clone 18 NEG NEG NEG
[STS-MRSA-VII (SCC-JCSC6082) 1 AMB NEG NEG NEG
|CC5-MRSA-IVvar, Maltese Clone 15 NEG NEG NEG
[CC5-MRSA-SCC(MRSAZH47) 1 NEG NEG NEG
[CC5-MRSA-TV/VI 29 NEG NEG NEG
[CC5-MRSA-IV/SCCrus 1 NEG NEG NEG
[CCS/ST835-MRSA, WA-40/46 4 NEG NEG NEG
] NEG NEG NEG
2 NEG NEG AMB
1 NEG NEG NEG
1 NEG NEG NEG
[ST250-MRSA-L, Early/Ancestral MRSA 17 NEG NEG NEG
[ST247-MRSAL North G MRSA 14 NEG NEG NEG
[CCB-MRSA-IV, UK-14/WA-5 35 NEG NEG NEG
[CC8-MRSA-IV, Lyon Clone/UK-2 130 NEG NEG NEG
[CC8-MRSA-IV, UK-6 5 NEG NEG NEG
[CC8-MRSA-IV, USAS00 28 NEG NEG NEG
[STS-MRSA-IV [PVL/ACME+], USA300 117 NEG NEG NEG
[ST8-MRSA-IV [PVL+], USA300 52 NEG NEG NEG
[CCB-MRSA-IV [PVL/sed/j/r/k/q+] 7 NEG NEG AMB
[CC8-MRSA-IV [tstl/sec/sel+] 3 NEG NEG AMB
[CC8-MRSA-V 4 NEG NEG NEG
[CC8-MRSA-VIIT 2 NEG NEG NEG
T8-MRSA-IIA/B/C/D/E, Irish AR13/14 ) NEG NEG NEG
T8-MRSA, UK-12/13, Irish AR43 20 NEG NEG NEG
T254-MRSA, Hannover EMRSA 19 NEG NEG NEG
T254-MRSA-IV/V, Hannover/UK-10 5 NEG NEG NEG
[CCO-MRSAIV 5 NEG NEG NEG
[CCiz-MRsA, WA 9 1 NEG NEG NEG
CCIZMRSA-IV 1 NEG NEG NEG
|CCM—MRSA-V 1 NEG NEG NEG
ST22-MRSA-IV, Barnim/UK-15 543 NEG NEG NEG
T22-MRSA-IV [ACME+] 23 NEG NEG AMB
T22-MRSA-IV [PVL+] 15 NEG NEG AMB
T22-MRSA-V 2 NEG NEG NEG
[ST22 MRSA-V [PVL+] 1 NEG NEG AMB
[ST36-MRSA-IL, UK-16 [ NEG NEG NEG
[ST30-MRSA-IV [PVL+], Southwest Pacific Clone 40 NEG NEG NEG
[ST30-MRSAIV [tst1+] 9 NEG NEG NEG
[CC30-MRSA-V [PVL+] 1 NEG NEG NEG
[ST45-MRSAI, UsA600 ] NEG NEG NEG
[ST45-MRSA-1V, Berlin EMRSA| 150 NEG NEG NEG
[CC45-MRSA-IV [ACME+] 3 NEG NEG NEG
[ST45-MRSA-V, WA-4 13 NEG NEG NEG

(CC45/agr IV-MRSA-IV, WA-23 10 AMB NEG NEG

[CC45/agr IV-MRSA-V 40 NEG NEG NEG

[CCA5/agr IV-MRSAIV/Y 3 NEG NEG NEG
[CCS9-MRSA-IV [PVL+], USA1000 5 NEG NEG NEG
[STS9-MRSA-TV, WA-73 2 NEG NEG NEG
[STS7-MRSA-TV, WA-24 4 NEG NEG AMB
[STS9-MRSA-IV [PVL+], WA-55/56 10 NEG NEG AMB
[STS9/5T952-MRSA-V(T) [PVL+], Taiwan Clone 2 NEG NEG AMB
[STS9-MRSA-V 4 NEG NEG AMB
[CC59-MRSA-V [PVL+] 2 NEG NEG NEG
[STS9-MRSA-IV/V, WA-15 9 NEG NEG NEG
[ST72-MRSA-1V, USA700 12 NEG__ | NEG | NEG
[ST72-MRSA-IV [PVL+], WA-44 4 NEG NEG AMB
CC75-MRSA-TV 19 AMB NEG NEG AMB NEG NEG NEG NEG
[ST883-MRSA-IV, WA-47 3 AMB NEG AMB NEG NEG NEG NEG
[ST1303-MRSA-TV 1 NEG NEG NEG AMB NEG NEG AMB NEG
[CC80-MRSA-TV 3 NEG NEG NEG
[CCB0-MRSA-IV [PVL+], European Clone 112, NEG. NEG NEG
[CCS3-MRSA-IV, WA-2 50 NEG NEG NEG
[CC88-MRSAIV [PVL+] 11 NEG NEG NEG
[CC88-MRSA-V [PVL+] 1 NEG NEG NEG
[CC88-MRSA-VI 1 NEG NEG NEG
[STO3-MRSA-IV [PVL] 2 AMB NEG NEG NEG
[ST93-MRSA-IV [PVL+], Queensland Clone 47 NEG NEG NEG
[ST93-MRSA-V [PVL+] 1 NEG NEG NEG
[CCO7-MRSA-IV, WA-54 s NEG NEG NEG
[CC97-MRSA-V 1 NEG NEG NEG
[CC97-MRSA-V [ACME+] 2 NEG NEG AMB
CCOT-MRSA-IV. 2 NEG NEG AMB

[CCIZIMRSA_V, WA 22 1 NEG NEG NEG
[CCI52.MRSA-V [PVL+] 7 AMB NEG NEG AMB
[STIS4-MRSA [PVL+ 2 NEG NEG NEG
[STISS-MRSA-IV, WA-38/78 2 NEG NEG NEG
[ST188-MRSA-V 1 NEG AMB
[ST239-MRSA-TIT 204 NEG NEG
[CC361-MRSA-IV, WA-29 3 NEG NEG
CC361-MRSA-V 1 NEG NEG
[CC361-MRSA-VIIL, WA-28 1 NEG NEG NEG
[CC398-MRSA-TV 18 NEG NEG NEG
[ST398-MRSA-V 228 NEG NEG NEG
[ST398-MRSA-V [PVL+] 2 NEG NEG NEG
[CCS09/ST207-MRSA-V 1 NEG NEG NEG
[STS73-MRSA-V, WA-10 T NEG NEG NEG
[ST772-MRSA-V [PVL+], WA-60/Bengal Bay Clone 9 NEG NEG NEG
[ST779-MRSA ] NEG NEG NEG
[ST834-MRSA-IV, WA-13 3 NEG NEG NEG
[CCOT3-MRSA-TV 1 NEG NEG NEG
[STI774-MRSA-TV [ACME+] 21 NEG NEG NEG
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Legend:
Positive

Ambiguous AMB
Negative : NEG
Rare (in >0 to 33% of isolates) RARE
Variable (in >33 to 6% of isolates) VAR

Common (in >66 to <100% of isolates) :




METHICILLIN RESISTANCE AND SCCmec TYPING

mecR1/
mecA | delta | ugpQ | cerAcd | corBr | PISCC [ QOXB6S- 45 | cerB2 |kdpA-SCC|kdpB-SCC|kdpC-SCC|kdpD-SCC|KdpE-SCC
o (COL) | des

[CCI-MRSAIV [PVL], WA-1/57
[CCI-MRSA-IV [PVL+], USA400
[CCI-MRSATV/SCCfus [PVL-]
[CCI-MRSA-IV/SCClus [PVL+]
[CCI-MRSA-V [PVL+]
[CCI-MRSA-V/SCCfus [PVL-]
[CCI-MRSA-V/SCCfus [PVL+]
[ST228-MRSAL, South G
[STS-MRSA, Geraldine Clone
[CC5-MRSA-Ivar., WA-18/21/48
|CC5-MRSA-I, Rhine-Hesse /UK-3
[CC5-MRSA-II [ACME+]
[CCs-MRSA-IIT
[CC5-MRSA-IV, Paediatric clone
[CC5-MRSA-IV [PVL+]
[CC5-MRSAY
CC5-MRSA-V [PVL+]
[CC5-MRSA-V1, New Pacdiatric Clone
[STS-MRSA-VII (SCC-JCSC6082)
|CC5-MRSA-IVvar, Maltese Clone
[CC5-MRSA-SCC(MRSAZH47)
[CC5-MRSATV/VI
[CC5-MRSA-IV/SCCrus
[CCS/ST835-MRSA, WA-40/46
[ST6-MRSATV, WA-51

v

[ST250-MRSA-L, Early/Ancestral MRSA
[ST247-MRSA-1, North MRSA
5-MRSA-IV, UK-14/WA-5
8-MRSA-IV, Lyon Clone/UK-2
8-MRSA-IV
[CCB-MRSATY
[STS-MRSATV [PVL/ACME+], USA300
[ST8-MRSATV
[CC8-MRSA-IV [PVL/sed/j/r/i/q+]
[CC8-MRSATV 1
[CC8-MRSA-V
[CCB-MRSA-VIIT
T8-MRSA-TIA/B/C/D/E, Irish ARI3/14
T8-MRSA, UK-12/13, Irish AR43
T254-MRSA, Hannover EMRSA
[ST254-MRSA-1V/V, Hannover/UK-10
[CCO-MRSATV
[CC12-MRSA, WA-59
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[ST22 MRSA-V [PVL+]
[ST36-MRSAIL, UK-16
[ST30-MRSA-IV [PVL+], Southwest Pacific Clone
[ST30-MRSA-IV [tst1+]

[CC30-MRSA-V [PVL+]

[ST45-MRSA-IV, Berlin EMRSA

[CC45-MRSA-IV [ACME+]

[ST45-MRSA-V, WA-4

[CC45/agr IV-MRSA-V

[CCS9-MRSAIV [PVL+], USA1000

[STS9-MRSA-TV, WA-73

[ST87-MRSA-IV, WA-24

[STS9-MRSA-IV [PVL+], WA-55/56
[STS9/ST952-MRSA-V(T) [PVL+], Taiwan Clone
[ST59-MRSA-V
[CC59-MRSA-V [PVL+]
[STSOMRSATV/V, WA-15
ST72-MRSA-1V, USA700
[ST72-MRSA-IV [PVL+], WA-44
[CCT5-MRSA-TV
[ST883-MRSA-IV, WA-47

[PVL+], European Clone
TWA2
[PVL+]

PVL]
[ST93-MRSA-IV [PVL+], Queensland Clone
[STO3 MRSA-V [PVL+]
[CCO7-MRSA-IV, WA-54
[CCO7-MRSA-Y
[CCO7-MRSA-V [ACME+]
[CCO-MRSA-IV
[CC121-MRSA-V, WA-22
‘CI52-MRSA-V [PVL+]
[STIS-MRSA [P
[STISS-MRSAIV, WA-38/78
[ST188-MRSA-V
[ST239-MRSATIT
[CC361-MRSA-IV, WA-29
[CC361-MRSA-V
[CC361-MRSA-VIII, WA28
[CC398-MRSA-TV
[ST398-MRSA-V
[ST398-MRSA-V [PVL+]
‘C509/ST207-MRSA-V
[STS73-MRSA-V, WA-10
[ST772-MRSA-V [PVL+], WA-60/Bengal Bay Clone
T779-MRSA
[STS34-MRSA-IV, WA13
‘CO13-MRSA-IV
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[CC15-MSSA
[ST426-MSSA

Legend:

Positive :

Ambiguous :

Negative :

Rare (in >0 10 33% of isolates) :
Variable (in >33 to 6% of isolates) :
Common (in >66 to <100% of isolates) :



a RESISTANCE :
METHICILLIN RESISTANCE AND SCCmec TYPING, continued PENICILLINASE
mecR1
cerAA cerAA cerC
mecl (....4;.‘:;.“ xylR cerA-3 cerB-3 merA merB e | omsazn | gsamy | CcrA cerB-4 blaZ blal blaR

[CCI-MRSA-IV [PVL], WA-1/57
[CCI-MRSA-IV [PVL+], USA400
[CCI-MRSA-TV/SCCrus [PVL]
[CCI-MRSA-IV/SCCrus [PVL+]
[CCI-MRSA-V [PVL+]
[CCI-MRSA-V/SCCfus [PVL-]
[CCI-MRSA-V/SCCfus [PVL+]
[ST228-MRSAL, South G
[STS-MRSA, Geraldine Clone
[CC5-MRSA-Ivar., WA-18/21/48
[CC5-MRSA-IL, Rhine-Hesse /UK-3
[CC5-MRSA-II [ACME+]
[CCs-MRSA-IIT
[CC5-MRSA-IV, Pacdiatric clone
[CC5-MRSA-IV [PVL+]
[CC5-MRSAY
[CC5-MRSA-V [PVL+]
[CC5-MRSA-V1, New Pacdiatric Clone
[ST5-MRSA-VII (SCC-JCSC6082)
[CC5-MRSA-IVvar, Maltese Clone
[CC5-MRSA-SCC(MRSAZH47)
[CC5-MRSATV/VI
[CC5-MRSA-IV/SCCrus
[CCS/ST835-MRSA, WA-40/46
[ST6-MRSATV, WA-51

[ST6-MRSA-V

[CCTMRSATV

[CCT-MRSA-V
[ST250-MRSA-L, Early/Ancestral MRSA
[ST247-MRSA-1, North MRSA
5-MRSA-IV, UK-14/WA-5
8-MRSA-IV, Lyon Clone/UK-2

PVL/sed/j/r/k/q+]

[CC8-MRSA-VIIT
T8-MRSA-ITA/B/C/D/E, Irish AR13/14
T8-MRSA, UK-12/13, Irish AR43
T254-MRSA, Hannover EMRSA
[ST254-MRSA-1V/V, Hannover/UK-10
[CC9-MRSA-IV
[CC12-MRSA, WA-59

[ST22-MRSA-V [PVL+]
[ST36-MRSA-II, UK-16
[ST30-MRSA-IV [PVL+], Southwest Pacific Clone
[ST30-MRSA-IV [tst1+]

[CC30-MRSA-V [PVL+]

[ST45-MRSA-IV, Berlin EMRSA

[CC45-MRSA-IV [ACME+]

[ST45-MRSA-V, WA-4

[CC45/agr IV-MRSA-V.

|CC59-MRSA-IV [PYL+], USA1000

ST59-MRSA-IV, WA-73

[ST87-MRSA-IV, WA-24

[ST59-MRSA-IV [PVL+], WA-55/56
[ST59/ST952-MRSA-V(T) [PVL+], Taiwan Clone
STS9-MRSA-V
[CC59-MRSA-V [PVL+]
[ST59-MRSA-IV/V, WA-15
ST72-MRSA-IV, USA700
[ST72-MRSA-IV [PVI+], WA-44

4
E

=

[PVL+], European Clone
TWA2
[PVL+]

PVL]
[ST93-MRSA-IV [PVL+], Queensland Clone
[STO3 MRSA-V [PVL+]
[CCO7-MRSA-IV, WA-54
[CCO7-MRSA-Y
[CCY7-MRSA-V [ACME+]
[CCO-MRSA-IV
[CC121-MRSA-V, WA-22
‘CI52-MRSA-V [PVL+]
[STIS-MRSA [P
[ST188-MRSA-1V, WA-38/78
[ST188-MRSA-V
T239-MRSAIIT
[CC361-MRSATV, WA29
[CC361-MRSA-V
[CC361-MRSA-VIIL, WA 28
[CC398-MRSA-TV
[ST398-MRSA-V
ST398-MRSA-V [PVL+]
‘C509/ST207-MRSA-V
[ST573-MRSA-V, WA-10
[ST772-MRSA-V [PVL+], WA-60/Bengal Bay Clone
[ST779-MRSA
[STS34-MRSA-IV, WA13
‘CO13-MRSA-IV
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[CC15-MSSA
[ST426-MSSA

Legend:

Positive :

Ambiguous :

Negative :

Rare (in >0 10 33% of isolates) :
Variable (in >33 to 6% of isolates) :
Common (in >66 to <100% of isolates) :



RESISTANCE :
RESISTANCE : MLS-ANTIBIOTICS AMINOGLYSOSIDES
erm(d) | erm®) | em©) | ) | msra) [ mefd) | mpb© | vata) | va®) | vead) | YEA) | venca) A-aphD| aadD | aphA3
[CC1-MRSA-IV [PVL-], WA-1/57 m

[CC1-MRSA-IV [PVL+], USA400
[ CC1-MRSA-IV/SCCfus [PVL-]
[CC1-MRSA-IV/SCCfus [PVL+]
[CC1-MRSA-V [PVL+]
[CC1-MRSA-V/SCCfus [PVL-]
'C1-MRSA-V/SCCfus [PVL+]
T228-MRSA-1, South G
T5-MRSA-L, Geraldine Clone
CC5-MRSA-Ivar., WA-18/21/48
CC5-MRSA-II, Rhine-Hesse /UK-3
[CC5-MRSA-II [ACME+]
[CC5-MRSA-IIL

[ CC5-MRSA-IV, Paediatric clone
|CC5-MRSA-IV [PVL+]
[CCMRSA-V
[CC5-MRSA-V [PVL+]
|CC5-MRSA-VI, New Paediatric Clone
[ST5-MRSA-VII (SCC-JCSC6082)
[CC5-MRSA-IVvar, Maltese Clone
[CC5-MRSA-SCC(MRSAZH47)
[CC5-MRSA-IV/VI
[CC5-MRSA-IV/SCCfus
[CC5/ST835-MRSA, WA-40/46
[ST6-MRSA-IV, WA-51

ST6-MRSA-V

[CC7-MRSA-IV

[CC7-MRSA-V.
[ST250-MRSA-1, Early/Ancestral MRSA
[ST247-MRSA-I, North MRSA
, UK-14/WA-5
, Lyon Clone/UK-2
, UK-6

V, USA500
[PVL/ACME+], USA300
PVL+], USA300
VL/sed/j/r/k/q+]

T8-MRSA-ITA/B/C/D/E, Irish AR13/14
T8-MRSA, UK-12/13, Irish AR43
T254-MRSA, Hannover EMRSA
[ST254-MRSA-1V/V, Hannover/UK-10
[CC9-MRSA-IV

[CC12-MRSA, WA-59

[ST22-MRSA-V [PVL+]

[ST36-MRSA-II, UK-16

T30-MRSA-IV [PVL+], Southwest Pacific Clone

T30-MRSA-IV [tst1+]

CC30-MRSA-V [PVL+]

[ST45-MRSA-IV, Berlin EMRSA | RARE |

[CC45-MRSA-IV [ACME+]

[ST45-MRSA-V, WA-4

[CC45/agr IV-MRSA-V

[CC59-MRSA-IV [PVL+], USA1000 | RARE |

[STS9-MRSA-IV, WA-73

[ST87-MRSA-1IV, WA-24

[STS9-MRSA-IV [PVL+], WA-55/56

T59/ST952-MRSA-V(T) [PVL+], Taiwan Clone

T59-MRSA-V

'C59-MRSA-V [PVL+]

[STS9-MRSA-IV/V, WA-15
T72-MRSA-IV, USA700

[ST72-MRSA-IV [PVL+], WA-44

WA-47

[PVL+], European Clone
TWA2
[PVL+]

MRSA-IV [PVL-]

[ST93-MRSA-IV [PVL+], Queensland Clone
[STO3 MRSA-V [PVL+]

[CCO7-MRSA-IV, WA-54

[CCO7-MRSA-Y
[CCY7-MRSA-V [ACME+]
[CCO-MRSA-IV
[CC121-MRSA-V, WA-22
‘CI52-MRSA-V [PVL+]
[STIS-MRSA [P
[ST188-MRSA-1V, WA-38/78
[ST188-MRSA-V
T239-MRSAIIT
[CC361-MRSATV, WA29
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[CC361-MRSA-VIIT, WA-28

[CC398-MRSAIV

[ST398-MRSA-V

[ST398-MRSA-V [PVL+]

[CC509/ST207-MRSA-V.

[ST573-MRSA-V, WA-10

[ST772-MRSA-V [PVL+], WA-60/Bengal Bay Clone
[ST779-MRSA

[ST834-MRSA-IV, WA-13
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Legend:

Positive :

Ambiguous : AMB
Negative :

Rare (in >0 10 33% of isolates) :
Variable (in >33 to 6% of isolates) :
Common (in >66 to <100% of isolates) :
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RESISTANCE : MISCELLANEOUS GENES

cat cat cat fosB
sat dfrA farl Q6GD50 | mupA tet(K) tet(M) | cat (total) (pC221) cat (pc223) (PMC524) | s 2038) cofr fexA fosB (plasmid)

[CCI-MRSA-IV [PVL], WA-1/57
[CCI-MRSA-IV [PVL+], USA400
[CCI-MRSA-TV/SCCrus [PVL]
[CCI-MRSA-IV/SCCrus [PVL+]
[CCI-MRSA-V [PVL+]
[CCI-MRSA-V/SCCfus [PVL]
‘CI-MRSA-V/SCCrus [PVL+]
T228-MRSAL, South G
T5-MRSA-I, Geraldine Clone
CC5-MRSA-Ivar., WA-18/21/48

[CC5-MRSA-1IV, Pacdiatric clone
[CC5-MRSA-IV [PVL+]
[CC5-MRSA-V
[CC5-MRSA-V [PVL+]
[CC5-MRSA-V1, New Pacdiatric Clone
[ST5-MRSA-VII (SCC-JCSC6082)
[CC5-MRSA-IVvar, Maltese Clone
[CC5-MRSA-SCC(MRSAZH47)
[CC5-MRSA-TIV/VI
[CC5-MRSA-IV/SCCrus
[CCS/STS35-MRSA, WA-40/46
[ST6-MRSATV, WA-51

[ST6-MRSA-V

[CCTMRSATV

[CCT-MRSA-V
[ST250-MRSA-L, Early/Ancestral MRSA
[ST247-MRSA-1, North MRSA
L UK-14/WA-5
[CC8-MRSA-IV, Lyon Clone/UK-2
L UK-6

V, USA500
PVL/ACME+], USA300
[ST8-MRSA-IV [PVL+], USA300
V Lised/j/r/k/q+]

T8-MRSA-ITA/B/C/D/E, Irish AR13/14
T8-MRSA, UK-12/13, Irish AR43
T254-MRSA, Hannover EMRSA
[ST254-MRSA-1V/V, Hannover/UK-10
[CC9-MRSA-IV

[CC12-MRSA, WA-59

[ST22-MRSA-V [PVL+]

[ST36-MRSA-II, UK-16

T30-MRSA-IV [PVL+], Southwest Pacific Clone

T30-MRSA-IV [tst1+]

CC30-MRSA-V [PVL+]

[ST45-MRSA-1V, Berlin EMRSA

[CC45-MRSA-IV [ACME+]

[ST45-MRSA-V, WA-4

[CC45/agr TV-MRSA-IV, WA-23 | RARE |

[CC45/agr IV-MRSA-V

[CC45/agr IV-MRSA-TV/V.

[CC59-MRSA-TV [PVL+], USA1000

[STS9-MRSA-IV, WA-73

[ST87-MRSA-1IV, WA-24

[STS9-MRSA-IV [PVL+], WA-55/56

T59/ST952-MRSA-V(T) [PVL+], Taiwan Clone

T59-MRSA-V

'C59-MRSA-V [PVL+]

[STS9-MRSA-IV/V, WA-15
T72-MRSA-IV, USA700

[ST72-MRSA-IV [PVL+], WA-44

[ VAR | RaRE |

[PVL+], European Clone
TWA2
[PVL+]

PVL]
[ST93-MRSA-IV [PVL+], Queensland Clone
[STO3 MRSA-V [PVL+]
[CCO7-MRSA-IV, WA-54
[CCO7-MRSA-Y
[CCY7-MRSA-V [ACME+]
[CCO-MRSA-IV
[CC121-MRSA-V, WA-22
‘CI52-MRSA-V [PVL+]
[STIS-MRSA [P
[ST188-MRSA-1V, WA-38/78
[ST188-MRSA-V
T239-MRSAIIT
[CC361-MRSATV, WA29

“

‘
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[CC361-MRSA-VIIL, WA-28
[CC398-MRSA-IV

:
:

:
:
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-MRSA-V

[ST573-MRSA-V, WA-10

[ST772-MRSA-V [PVL+], WA-60/Bengal Bay Clone
[ST779-MRSA

[ST834-MRSA-IV, WA-13
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[CC15-MSSA
[ST426-MSSA

Legend:

Positive :

Ambiguous : AMB
Negative :

Rare (in >0 10 33% of isolates) :
Variable (in >33 to 6% of isolates) :
Common (in >66 to <100% of isolates) :

f



RESISTANCE : EFFLUX SYSTEMS

RESISTANCE :
GLYCOPEPTIDES

qacC qacC qacC qacC

A | (otal) | (cons) | (equine) | (SAS)

[CCI-MRSA-IV [PVL-], WA-1/57 RARE RARE RARE
[CCI-MRSA-IV [PVL+], USA400 RARE RARE

[CCI-MRSA-TV/SCCrus [PVL]
[CCI-MRSA-IV/SCCrus [PVL+]
[CCI-MRSA-V [PVL+]
[CCI-MRSA-V/SCCfus [PVL]
‘CI-MRSA-V/SCCrus [PVL+]
T228-MRSA-L South G
T5-MRSA-I, Geraldine Clone
CC5-MRSA-Ivar., WA-18/21/48 VAR VAR

[CC5-MRSA-1V, Pacdiatric clone RARE RARE RARE RARE
[CC5-MRSAIV [PVL+]

[CCMRSA-V RARE RARE RARE

[CC5-MRSA-V PVL+]

[CC5-MRSA-VI, New Pacdiatric Clone RARE

[ST5-MRSA-VII (SCC-JCSC6082)

[CC5-MRSA-IVvar, Maltese Clone

[CC5-MRSA-SCC(MRSAZH47)

[CC5-MRSA-TIV/VI RARE RARE

[CC5-MRSA-IV/SCCrus

[CCS/STS35-MRSA, WA-40/46

[ST6-MRSATV, WA-51

[STEMRSAV
[CCTMRSATV

[CCT-MRSA-V

[ST250-MRSA-L, Early/Ancestral MRSA

[ST247-MRSA-L, North MRSA

[CC8-MRSA-IV, UK-149/WA-5 RARE

[CC8-MRSA-IV, Lyon Clone/UK-2 RARE RARE RARE RARE
[CC8-MRSA-IV, UK-6 RARE RARE

[CC8-MRSA-IV, USA500 RARE RARE RARE RARE
[STS-MRSATV [PVL/ACME+], USA300
[ST8-MRSA-IV [PVL+], USA300
[CC8-MRSA-IV [PVL/sed/j/r/i/q+]

VAR

T8-MRSA-TIA/B/C/D/E, Irish AR13/14 RARE RARE
T8-MRSA, UK-12/13, Irish AR43

T254-MRSA, Hannover EMRSA

[ST254-MRSA-IV/V, Hannover/UK-10

[CCO-MRSA-TV. VAR
[CCI12-MRSA, WA-59

[CC12-MRSA-TV
[CC20-MRSA-V
[ST22-MRSA-1V, Barnin/UK-15 RARE RARE
T22-MRSA-IV [ACME+]

T22-MRSA-IV [PVL+]

[ST22 MRSA-V [PVL+]

[ST36-MRSA-II, UK-16 RARE
T30-MRSA-IV [PVL+], Southwest Pacific Clone RARE RARE
T30-MRSA-IV [tst1+]

CC30-MRSA-V [PVL+]

[ST45-MRSA-IT, USA600 RARE RARE
[ST45-MRSA-1V, Berlin EMRSA RARE RARE
[CC45-MRSA-IV [ACME+]

[ST45-MRSA-V, WA-4

[CC45/agr IV-MRSA-IV, WA-23

[CC45/agr IV-MRSA-V VAR RARE RARE
[CC45/agr IV-MRSA-IV/V.

[CC59-MRSA-IV [PVL+], USA1000

[STS9-MRSA-TV, WA-73

[STS7-MRSA-TV, WA24

[STS9-MRSA-IV [PVL+], WA-55/56

T59/ST952-MRSA-V(T) [PVL+], Taiwan Clone

T59-MRSA-V.

C59-MRSA-V [PVL+]

[ST72-MRSA-IV [PVL+], WA-44
[CC75-MRSA-IV VAR RARE RARE
[ST883-MRSA-1V, WA-47 VAR VAR

[PVL+], European Clone
L, WA-2 RARE RARE
[PVL+]

PVL]

PVL+], Queensland Clone RARE
[STO3 MRSA-V [PVL+]

[CCO7-MRSAIV, WA-54

[CCO7-MRSA-Y
[CCO7-MRSA-V [ACME+]

[CCOT-MRSAI/V

[CCI21-MRSA-V, WA-22

[CCI52-MRSAV [PVL+]

[ST154-MRSA

[ST188-MRSA-1V, WA-38/78

[ST188-MRSA-V

[ST239-MRSA-TIT VAR
[CC361-MRSATV, WA29

[CC361-MRSA-V

[CC361-MRSA-VIIL, WA 28

[CC398-MRSAIV

[ST398-MRSA-V RARE
[ST398-MRSA-V [PVL+]
[CC509/ST207-MRSA-V.
[ST573-MRSA-V, WA-10
[ST772-MRSA-V [PVL+], WA
[ST779-MRSA
[STS34-MRSA-IV, WA13
[CCOT3-MRSAIV
[ST1774-MRSA-IV [ACME+] RARE RARE

[CC15-MSSA
[ST426-MSSA
Legend:
Positive :
Ambiguous : AMB
Negative :

Rare (in >0 10 33% of isolates) :
Variable (in >33 to 6% of isolates) :
Common (in >66 to <100% of isolates) :

Bay Clone

|_RARE |

qacC
(Ssap)

dace | tetmmux | vama | vanB | vanz

(ST94)

VAR




VIRULENCE :
SO E R O VIRULENCE : ENTEROTOXINS
tstl tstl » @
tst1 (cons) | ("human" | ("bovine" sea | sea (320E) | °* QBB | oo sec sed see seg seh sei sej sek sel sem | sen (cons) | (other than
allele) | allele) R RF122)
CCL-MRSAIV [PVL-], WA-1/57 NEG NEG NEG VAR NEG RARE RARE NEG NEG NEG NEG NEG NEG VAR NEG NEG NEG NEG
[CCI-MRSA-IV [PVL+], USA400 NEG NEG NEG COMM NEG NEG RARE RARE NEG NEG NEG NEG NEG COMM | RARE NEG NEG NEG
[CCI-MRSATV/SCCfus [PVL-] NEG NEG NEG COMM NEG NEG NEG NEG NEG NEG NEG NEG NEG COMM NEG NEG NEG NEG
CCI-MRSA-IV/SCCfus [PVL+] NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
CCI-MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CCI-MRSA-V/SCCfus [PVL-] NEG NEG NEG VAR NEG NEG NEG NEG NEG NEG NEG NEG NEG VAR NEG NEG NEG NEG
[CCI-MRSA-V/SCCus [PVL+] NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[ST228-MRSA-T, South G fan MRSA RARE RARE NEG COMM NEG NEG NEG NEG NEG NEG COMM NEG COMM NEG NEG NEG COMM | COMM_|_CoMM
[STS-MRSA-L, Geraldine Clone COMM_|_comm NEG RARE NEG NEG NEG COMM_| _COMM NEG NEG NEG COMM
[CC5-MRSA-Ivar., WA-18/21/48 NEG NEG NEG RARE NEG RARE NEG NEG NEG NEG NEG NEG
[CC5-MRSA-I, Rhine-Hesse /UK-3 RARE RARE NEG RARE NEG COMM NEG RARE | COMM NEG NEG COMM NEG RARE
[CC5-MRSA-II [ACME+] NEG NEG NEG NEG COMM NEG NEG NEG NEG NEG
[CC5-MRSA-III NEG NEG NEG VAR NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-IV, Pacdiatric clone RARE RARE NEG NEG NEG VAR RARE NEG VAR NEG NEG VAR RARE NEG
[CC5-MRSA-IV [PVL+] NEG NEG NEG RARE NEG RARE NEG NEG RARE NEG NEG RARE NEG NEG
[CC5-MRSA-V NEG NEG NEG NEG NEG VAR NEG NEG VAR NEG NEG VAR NEG NEG
[CCS-MRSA-V [PVL+] NEG NEG NEG NEG NEG VAR COMM NEG VAR NEG NEG VAR NEG NEG
[CC5-MRSA-VI, New Pacdiatric Clone NEG NEG NEG NEG NEG COMM NEG NEG NEG NEG NEG NEG
[STS-MRSA-VII (SCC-JCSC6082) NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG AMB
|CCS-MRSA-IVvar, Maltese Clone COMM_|_coMM NEG _|IMNPOSINN  NEG NEG NEG COMM NEG NEG NEG AMB NEG NEG COMM
[CC5-MRSA-SCC(MRSAZH47) NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-TV/VI NEG NEG NEG NEG NEG VAR NEG NEG RARE NEG NEG RARE NEG NEG
|CC5-MRSA-IV/SCCfus NEG NEG NEG NEG NEG NEG NEG NEG _|MMNPOSINN  NEG NEG NEG NEG
[CCS/ST835-MRSA, WA-40/46 NEG NEG NEG NEG NEG NEG NEG NEG COMM NEG NEG COMM NEG NEG
[ST6-MRSATV, WA-51 NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[ST6-MRSA-V NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CCT-MRSAIV NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CC7-MRSA-V NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[ST250-MRSA-1, E MRSA NEG NEG NEG NEG NEG NEG COMM NEG NEG NEG NEG NEG NEG NEG COMM NEG NEG NEG NEG
[ST247-MRSA-I, North G ian MRSA NEG NEG NEG VAR NEG NEG RARE NEG NEG NEG NEG NEG NEG NEG RARE NEG NEG NEG NEG
[CC8-MRSA-IV, UK-14/WA-5 NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CC8-MRSA-IV, Lyon Clone/UK-2 NEG NEG NEG COMM NEG NEG NEG NEG VAR NEG NEG NEG NEG VAR NEG NEG NEG NEG NEG
[CC8-MRSATV, UK-6 NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CC8-MRSA-1V, USAS00 NEG NEG NEG COMM NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[STS-MRSATV [PVL/ACME+], USA300 NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG COMM NEG NEG NEG NEG
[STS-MRSA-IV [PVL+], USA300 NEG NEG NEG NEG NEG NEG NEG | NEG NEG NEG
[CC8-MRSA-IV [PVLised/j 1 NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CC8-MRSA-IV [tstl/seclsel+] | OSSN [NFOSIN  NEG NEG NEG NEG NEG NEG NEG NEG
[CC8-MRSA-V NEG NEG NEG VAR NEG NEG VAR NEG NEG NEG
[CC8-MRSA-VIIT NEG NEG NEG _|BPOSINN  NEG NEG NEG NEG NEG NEG
[ST8-MRSA-TIA/B/C/D/E, Irish AR13/14 NEG NEG NEG COMM NEG NEG NEG NEG NEG NEG
[ST8-MRSA, UK-12/13, Irish AR43 NEG NEG NEG RARE NEG NEG NEG NEG NEG NEG
[ST254-MRSA, Hannover EMRSA NEG NEG NEG RARE NEG NEG NEG NEG NEG
[ST254-MRSA-1V/V, Hannover/UK-10 NEG NEG NEG VAR NEG NEG NEG NEG NEG
[CCO-MRSA-IV NEG NEG NEG NEG NEG NEG NEG
[CCIZMRSA, WA-59 NEG NEG NEG NEG NEG NEG NEG NEG
[CC12-MRSA-IV NEG NEG NEG NEG NEG NEG NEG NEG
[CC20-MRSAV. NEG NEG NEG NEG NEG NEG NEG
[ST22-MRSA-IV, Barnim/UK-15 RARE RARE NEG NEG NEG NEG NEG
[ST22 MRSA-TV [ACME+] NEG NEG NEG NEG NEG NEG NEG
[ST22-MRSA-IV [PVL+] NEG NEG NEG NEG NEG NEG NEG
[ST22-MRSA-V NEG NEG NEG NEG NEG NEG NEG
[ST22-MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG NEG
[ST36-MRSAIL, UK-16 COMM_|_comm NEG COMM NEG NEG NEG
[ST30-MRSA-IV [PVL+], Southwest Pacific Clone RARE RARE NEG RARE NEG NEG NEG
[ST30-MRSA-IV [tst1+] | I T ] RARE NEG NEG NEG
[CC30-MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG NEG
[ST45-MRSA-IT, USA600 NEG NEG NEG NEG NEG NEG NEG
[ST45-MRSA-IV, Berlin EMRSA NEG NEG NEG NEG NEG NEG NEG
[CC45-MRSA-IV [ACME+] COMM | _CoMM NEG NEG NEG NEG NEG
[ST45-MRSA-V, WA-4 COMM | COMM NEG NEG NEG NEG NEG
(CC45/agr IV-MRSA-IV, WA-23 NEG NEG NEG NEG NEG NEG NEG
[CC45/agr IV-MRSA-V NEG NEG NEG NEG NEG NEG NEG
[CCdS/agr IV-MRSAIV/V NEG NEG NEG NEG NEG NEG NEG
[CC59-MRSA-IV [PVL+], USA1000 NEG NEG NEG NEG NEG NEG COMM NEG NEG NEG
[STS9-MRSA-TV, WA-73 NEG NEG NEG NEG NEG NEG NEG NEG NEG
[STS7-MRSA-TV, WA24 NEG NEG NEG NEG NEG NEG NEG NEG NEG
[ST59-MRSA-IV [PVL+], WA-55/56 NEG NEG NEG RARE NEG NEG COMM NEG NEG NEG
[ST59/ST952-MRSA-V(T) [PVL+], Taiwan Clone NEG NEG NEG NEG NEG NEG COMM NEG NEG NEG
[STS9-MRSA-V NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CC59-MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG NEG NEG NEG
[STSOMRSATV/V, WA-15 NEG NEG NEG NEG NEG COMM NEG NEG NEG
[ST72-MRSA-IV, USA700 NEG NEG NEG NEG NEG NEG NEG
[ST72-MRSA-IV [PVL+], WA-44 NEG NEG NEG NEG NEG NEG NEG
[CCT5-MRSA-TV NEG NEG NEG NEG NEG NEG VAR NEG RARE NEG NEG RARE NEG NEG AMB NEG
[ST883-MRSA-1V, WA-47 NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[ST1303-MRSA-IV NEG NEG NEG NEG NEG NEG NEG NEG NEG AMB NEG NEG NEG NEG NEG AMB
[CC80-MRSA-TV NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CC80-MRSA-IV [PVL+], European Clone NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CCB3-MRSA-IV, WA-2 NEG NEG NEG NEG NEG NEG NEG NEG COMM NEG NEG NEG
[CC88-MRSAIV [PVL+] NEG NEG NEG NEG NEG COMM NEG VAR RARE NEG NEG NEG
[CC83-MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CC88-MRSA-VI NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[ST93-MRSA-IV [PVL] NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[STO3-MRSA-IV [PVL+], Q Clone NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[STO3 MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CCY7-MRSA-IV, WA-54 NEG NEG NEG NEG NEG NEG NEG NEG RARE NEG NEG NEG
[CCO7-MRSAV NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CCO7-MRSA-V [ACME+] NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
CCOT-MRSA-IV. NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CCIZIMRSA-V, WA 22 NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CCI52-MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG NEG NEG NE( NEG NEG NEG
[ST154-MRSA [PVL+] NEG NEG NEG NEG NEG NEG NEG NEG VAR NEG NEG NEG
[STISS-MRSA-IV, WA-38/78 NEG NEG NEG NEG NEG NEG NEG NEG NE NEG NEG NEG
[ST188-MRSA-V NEG NEG NEG NEG NEG NEG NEG NEG
[ST239-MRSATIT NEG NEG NEG VAR NEG NEG NEG NEG
[CC361-MRSA-IV, WA-29 VAR VAR NEG NEG NEG NEG VAR COMM
CC361-MRSA-V NEG NEG NEG NEG NEG NEG NEG
[CC361-MRSA-VIIL, WA-28 NEG NEG NEG NEG NEG NEG NEG
[CC398-MRSA-IV. NEG NEG NEG NEG NEG NEG NEG
[ST398-MRSA-V NEG NEG NEG RARE NEG NEG RARE
[ST398-MRSA-V [PVL+] NEG NEG EG VAR NEG NEG EG
[CC509/ST207-MRSA-V NEG NEG NEG NEG NEG NEG NEG
[STS73-MRSA-V, WA-10 NEG NEG NEG VAR NEG NEG NEG
RSA-V [PVL+], WA-60/Bengal Bay Clone NEG NEG__| NEG NEG | NEG NEG
TRSA NEG NEG NEG NEG NEG | NEG COMM
T834-MRSA-IV, WA-13 EG NEG NEG EG EG
CC913-MRSA-IV NEG NEG NEG NEG NEG NEG | NEG
[ST1774-MRSA-IV [ACME+] NEG NEG NEG NEG NEG NEG NEG
[CC15-MSSA NEG NEG NEG RARE NEG | NEG | NEG | NEG | NEG | NEG NEG NEG NEG | NEG | NEG | NEG | NEG | NEG NEG
[ST4: SA. NEG NEG | NEG [ COMM NEG RARE NEG NEG NEG NEG RARE COMM NEG NEG
Legend:
Positive
Ambiguous AMB
Negative NEG
Rare (in >0 to 33% of isolates) RARE
Variable (in >33 to 66% of isolates) VAR
Common (in >66 to <100% of isolates) :  [[NGOMME




VIRULENCE : ENTEROTOXINS, continued VIRULENCE : HLG AND LEUKOCIDINS

ORF ORF
seo seq ser seu CM14 CM14 IukF lukS
probel probe2

lukS lukF-PV lukY
ST22045) higA IukF-PV | lukS-PV (P83) TukM lukD lukE TukX lukY (ST30:45)

CCI-MRSA-IV [PVL-], WA-1/57 NEG VAR NEG NEG NEG NEG AMB AMB NEG NEG NEG
CC1-MRSA-IV [PVL+], USA400 NEG COMM NEG NEG NEG NEG AMB NEG
CC1-MRSA-IV/SCCfus [PVL-] NEG COMM NEG NEG NEG NEG AMB NEG NEG NEG
CCI-MRSA-IV/SCCfus [PVL+] NEG NEG NEG NEG NEG AMB AMB NEG
CC1-MRSA-V [PVL+] NEG NEG NEG NEG NEG AMB NEG
CC1-MRSA-V/SCCfus [PVL-] NEG VAR NEG NEG NEG NEG AMB NEG NEG NEG
CCI-MRSA-V/SCCfus [PVL+] NEG NEG NEG NEG NEG AMB NEG
[ST228-MRSA-L, South G jan MRSA COMM NEG NEG COMM NEG NEG AMB NEG NEG NEG
[STS-MRSA-I, Geraldine Clone NEG NEG NEG AMB NEG NEG NEG
CC5-MRSA-Ivar., WA-18/21/48 NEG NEG NEG AMB NEG NEG NEG
CC5-MRSA-I1, Rhine-Hesse /UK-3 NEG VAR NEG NEG AMB NEG NEG NEG
CC5-MRSA-IT [ACME+] NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-IIT NEG NEG NEG NEG AMB NEG NEG NEG
|CC5-MRSA-1V, Paediatric clone RARE RARE NEG NEG AMB NEG NEG NEG
[CC5-MRSA-IV [PVL+] NEG RARE NEG NEG AMB NEG
CC5-MRSA-V NEG VAR NEG NEG AMB NEG NEG NEG
CC5-MRSA-V [PVL+] NEG VAR NEG NEG AMB NEG
CC5-MRSA-VI, New Paediatric Clone NEG NEG NEG AMB NEG NEG NEG
[STS-MRSA-VII (SCC-JCSC6082) NEG NEG NEG NEG NEG NEG NEG NEG NEG
CC5-MRSA-IVvar, Maltese Clone NEG NEG NEG NEG AMB NEG NEG NEG
CC5-MRSA-SCC(MRSAZH47) NEG NEG NEG NEG AMB NEG NEG NEG
CC5-MRSA-IV/VI NEG RARE NEG NEG AMB NEG NEG NEG
CC5-MRSA-IV/SCCfus NEG NEG NEG AMB NEG NEG NEG
CC5/ST835-MRSA, WA-40/46 NEG COMM NEG NEG AMB NEG NEG NEG
[ST6-MRSA-IV, WA-51 NEG NEG NEG NEG NEG NEG AMB NEG AMB NEG

[ST6-MRSA-V NEG NEG NEG NEG NEG NEG NEG

CCT-MRSA-TV NEG NEG NEG NEG NEG NEG NEG NEG

CC7-MRSA-V NEG NEG NEG NEG NEG NEG NEG NEG

[ST250-MRSA-1, Early/Ancestral MRSA NEG COMM NEG NEG NEG NEG NEG NEG

[ST247-MRSA-L, North G: fan MRSA NEG RARE NEG NEG NEG NEG AMB NEG

CC8-MRSA-1V, UK-14/WA-5 NEG NEG NEG NEG NEG NEG AMB NEG NEG NEG
CC8-MRSA-IV, Lyon Clone/UK-2 NEG NEG VAR NEG NEG NEG AMB NEG NEG NEG
CC8-MRSA-IV, UK-6 NEG NEG NEG NEG NEG NEG AMB NEG NEG NEG
CC8-MRSA-IV, USA500 NEG NEG NEG NEG NEG AMB NEG NEG NEG
[STS-MRSA-IV [PVL/ACME+], USA300 NEG COMM NEG NEG NEG NEG AMB NEG
[ST8-MRSA-IV [PVL+], USA300 NEG NEG NEG NEG NEG NEG NEG
CC8-MRSA-IV [PVL/sed/j/r/k/q+] NEG NEG NEG NEG AMB NEG
[CC8-MRSA-IV [tst1/sec/sel+] NEG NEG NEG NEG NEG NEG AMB NEG NEG NEG
CC8-MRSA-V NEG VAR NEG NEG NEG NEG AMB NEG NEG NEG
[CC8-MRSA-VIIT NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[STS-MRSA-IIA/B/C/D/E, Irish AR13/14 NEG NEG NEG NEG NEG NEG AMB NEG NEG NEG

[ST8-MRSA, UK-12/13, Irish AR43 NEG NEG RARE NEG NEG NEG AMB NEG NEG NEG
[ST254-MRSA, Hannover EMRSA NEG NEG NEG NEG NEG AMB NEG

[ST254-MRSA-IV/V, Hannover/UK-10 NEG NEG NEG NEG NEG AMB NEG

[CC9-MRSA-TV. NEG NEG NEG NEG AMB NEG

[CC12-MRSA, WA-59 NEG NEG NEG NEG NEG NEG

CC12-MRSA-IV. NEG NEG NEG NEG AMB NEG

CC20-MRSA-V NEG NEG NEG NEG AMB NEG

[ST22-MRSAIV, Baraim/UK-15 NEG NEG NEG NEG AMB NEG AMB NEG

[ST22-MRSA-IV [ACME+] NEG NEG NEG NEG AMB AMB NEG NEG NEG
[ST22-MRSA-IV [PVL+] NEG NEG NEG NEG AMB AMB NEG NEG NEG
[ST22-MRSA-V NEG NEG NEG NEG | AMB | AMB AMB NEG NEG NEG
[ST22-MRSA-V [PVL+] NEG NEG NEG NEG AMB NEG AMB NEG
[ST36-MRSA-II, UK-16 NEG NEG NEG NEG AMB NEG NEG NEG
[ST30-MRSA-IV [PVL+], Southwest Pacific Clone NEG NEG NEG NEG AMB NEG
[ST30-MRSA-TV [tst1+] NEG NEG NEG NEG AMB NEG NEG NEG
CC30-MRSA-V [PVL+] NEG NEG NEG NEG AMB NEG
[ST45-MRSA-I1, USA600 NEG NEG NEG NEG AMB NEG NEG NEG
[ST45-MRSA-1V, Berlin EMRSA NEG NEG NEG NEG NEG NEG NEG NEG
CC45-MRSA-IV [ACME+] NEG NEG NEG NEG AMB NEG NEG NEG NEG NEG NEG
[ST45-MRSA-V, WA-4 COMM NEG NEG NEG AMB NEG NEG NEG NEG NEG NEG
CCd5/agr IV-MRSA-IV, WA-23 NEG AMB NEG NEG AMB NEG NEG NEG NEG
CC45/agr IV-MRSA-V NEG AMB NEG NEG AMB NEG NEG NEG

CCd5/agr IV-MRSA-IV/V NEG NEG NEG AMB NEG NEG NEG
[CC59-MRSA-IV [PVL+], USA1000 NEG COMM NEG NEG NEG NEG AMB NEG
[STS9-MRSA-IV, WA-73 NEG NEG NEG NEG NEG AMB NEG NEG NEG
[ST87-MRSA-IV, WA-24 NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[STS9-MRSA-IV [PVL+], WA-55/56 NEG COMM NEG NEG NEG NEG AMB NEG NEG NEG
[STS9/ST952-MRSA-V(T) [PVL+], Taiwan Clone NEG COMM NEG NEG NEG NEG AMB NEG NEG NEG NEG
[ST59-MRSA-V NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
CC59-MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG AMB NEG
[ST59-MRSA-IV/V, WA-15 NEG COMM NEG NEG NEG NEG AMB NEG NEG NEG
[ST72-MRSA-TV, USA700 NEG NEG NEG NEG AMB NEG NEG NEG
[ST72-MRSA-IV [PVL+], WA-44 NEG NEG NEG NEG AMB NEG
[CC75-MRSA-IV NEG RARE NEG NEG

[ST883-MRSA-IV, WA-47 AMB NEG NEG NEG NEG

[ST1303-MRSA-TV NEG NEG NEG

[CC80-MRSA-TV NEG

[CC80-MRSA-IV [PVL+], European Clone NEG
[CC83-MRSA-1V, WA-2 NEG

[CC88-MRSA-IV [PVL+] NEG

CC88-MRSA-V [PVL+] NEG NEG NEG

[CC83-MRSA-VI NEG NEG NEG NEG

[ST93-MRSA-IV [PVL-] NEG NEG NEG NEG

[ST93-MRSA-IV [PVL+], Queensland Clone NEG NEG NEG NEG

[ST93-MRSA-V [PVL+] NEG NEG NEG NEG

[CC97-MRSA-1V, WA-54 NEG

CCI7-MRSA-V. NEG

CCI7-MRSA-V [ACME+]

CC97-MRSA-IV AMB

[CC121-MRSA-V, WA-22
[CC152-MRSA-V [PVL+]

[ST154-MRSA [PVL+] NEG AMB
[ST188-MRSA-IV, WA-38/78 NEG AMB
[ST188-MRSA-V NEG

[ST239-MRSA-ITT NEG COMM NEG

[CC361-MRSA-IV, WA-29
[CC361-MRSA-V.
[CC361-MRSA-VIII, WA-28
[CC398-MRSA-1V
[ST398-MRSA-V
IST398-MRSA-V [PVL+]

[CC509/ST207-MRSA-V.

[ST573-MRSA-V, WA-10

T772-MRSA-V [PVL+], WA-60/Bengal Bay Clone
T779-MRSA
T834-MRSA-IV, WA-13
CC913-MRSA-1V NEG NEG
[ST1774-MRSA-1V [ACME+] NEG NEG

| RARE RARE NEG NEG
|

Legend:

Positive

Ambiguous AMB

Negative : NEG

Rare (in >0 to 33% of isolates) RARE

Variable (in >33 to 66% of isolates) VAR

Common (in >66 to <100% of isolates) : COMM




VIRULENCE : VIRULENCE : VIRULENCE :
USULENCESLEMORTSIS HLB-CONVERTING PHAGES EXFOLIATIVE TOXINS EPITHEL. DIFF. INHIBITORS
BIIL | bib.probe | hib-probe | hib-probe | "™ . . .
nl hla  [BIITI (cons)| (other than truncated | sak chp sen etA otB etD edinA | edinB | edinC
RF122) 1 2 3 hib

[CC1-MRSA-1V [PVL-], WA-1/57 RARE RARE NEG NEG NEG NEG NEG NEG
[CCI-MRSA-IV [PVL+], USA400 NEG NEG NEG NEG NEG NEG NEG NEG
CCI-MRSA-TV/SCClus [PVL-] NEG NEG NEG NEG NEG NEG NEG NEG
CCI-MRSA-IV/SCCrus [PVL+] AMB AMB NEG NEG NEG NEG NEG NEG NEG NEG
[CC1-MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG NEG NEG
[CCI-MRSA-V/SCClus [PVL-] NEG NEG NEG NEG NEG NEG NEG NEG
CCIMRSA-V/SCCrus [PVL+] NEG NEG NEG NEG NEG NEG NEG NEG
[ST228-MRSA-I, South G: MRSA AMB NEG RARE NEG NEG NEG NEG NEG NEG
[ST5-MRSAL Geraldine Clone NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-Ivar., WA-18/21/48 AMB NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-IL, Rhine-Hesse /UK-3 AMB NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-I [ACME+] NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-ITI AMB NEG VAR NEG NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-1V, Paediatric clone AMB RARE NEG NEG NEG RARE NEG NEG
[CC5-MRSA-IV [PVL+] AMB NEG NEG NEG NEG VAR NEG NEG
(CCS-MRSA-V AMB NEG VAR NEG NEG NEG NEG NEG NEG
[CC5-MRSA-V [PVLA] AMB NEG NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-VI, New Paediatric Clone AMB AMB VAR NEG NEG NEG NEG NEG NEG
[ST5-MRSA-VII (SCC-JCSC6082) NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-IVvar, Maltese Clone NEG NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-SCC(MRSAZHA47) AMB NEG NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-IV/VI AMB AMB VAR VAR VAR VAR NEG NEG NEG RARE NEG NEG
[CC5-MRSA-IV/SCClus AMB NEG NEG NEG NEG NEG NEG NEG NEG
[CC5/ST835-MRSA, WA-40/46 NEG NEG NEG NEG NEG NEG NEG NEG
[ST6-MRSA-TV, WA-ST AMB AMB NEG NEG NEG NEG NEG NEG NEG NEG
ST6-MRSA-V. NEG AMB NEG NEG NEG NEG NEG NEG NEG
CCTMRSATY AMB NEG NEG NEG NEG NEG NEG NEG NEG
CCT-MRSA-V AMB NEG NEG NEG NEG NEG | NEG NEG NEG
[ST250-MRSA-1, Farly/Ancestral MRSA RARE NEG NEG NEG NEG NEG NEG
[ST247-MRSA-I, North G MRSA RARE NEG NEG NEG NEG NEG NEG
[CC8-MRSAIV, UK-14/WA-5 VAR NEG NEG NEG NEG NEG NEG
(CC3-MRSA-IV, Lyon Clone/UK-2 NEG RARE NEG NEG NEG NEG NEG NEG
[CC8-MRSATV, UK-6 NEG RARE NEG NEG NEG NEG NEG NEG
[CC8-MRSA-IV, USA500 RARE RARE NEG NEG NEG NEG NEG NEG
[ST8-MRSA-IV [PVL/ACME+], USA300 RARE NEG NEG NEG NEG NEG NEG
[ST8-MRSA-IV [PVL+], USA300 RARE NEG NEG NEG NEG NEG NEG
[CC8-MRSAIV [PVLised/j/r/K/q+] NEG NEG NEG NEG NEG NEG NEG
[CC8-MRSA-IV [tst1/sec/sel+] NEG NEG NEG VAR NEG NEG
[CC8-MRSA-V AMB RARE NEG NEG NEG NEG NEG NEG
(CC8-MRSA-VITL AMB NEG NEG NEG NEG NEG NEG NEG NEG
[ST8-MRSA-ITA/B/C/D/E, Irish AR13/14 RARE RARE NEG NEG NEG NEG NEG NEG
[STS-MRSA, UK-12/13, Irish AR43 RARE RARE NEG NEG NEG NEG NEG NEG
[ST254-MRSA, Hannover EMRSA RARE RARE VAR NEG NEG NEG NEG NEG NEG
[ST254-MRSA-IV/V, Hannover/UK-10 VAR VAR RARE VAR NEG NEG NEG NEG NEG NEG
[CC9-MRSA-1V NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CC12-MRSA, WA-59 AMB NEG NEG NEG
CCI2MRSA-IV NEG NEG NEG
[CC20-MRSAV AMB 'AMB NEG NEG
IST22-MRSA-1IV, Barnim/UK-15 NEG NEG RARE NEG
[ST22-MRSA-IV [ACME+] NEG NEG NEG NEG
[ST22-MRSA-1V [PVL+] NEG NEG NEG NEG
[ST22-MRSA-V AMB NEG NEG NEG NEG
[ST22-MRSA-V [PVL+] NEG NEG NEG NEG
[ST36-MRSA-II, UK-16 AMB AMB NEG NEG
[ST30-MRSA-IV [PVL+], Southwest Pacific Clone AMB NEG NEG
[ST30-MRSA-IV [tst1+] AMB RARE NEG
[CC30-MRSA-V [PVL+] NEG NEG
ST45-MRSA-I1, USA600 NEG AMB AMB NEG NEG NEG
[ST45-MRSA-1V, Berlin EMRSA NEG AMB AMB | NEG RARE NEG
[CC45-MRSA-IV [ACME+] NEG NEG AMB NEG NEG NEG
[ST45-MRSA-V, WA-4 NEG AMB NEG NEG NEG
[CC45/agr IV-MRSA-IV, WA-23 NEG NEG NEG NEG NEG NEG
[CC45/agr IV-MRSA-V NEG NEG NEG NEG NEG NEG
[CC45/agr IV-MRSAIVIV NEG NEG NEG NEG NEG NEG
[CC59-MRSA-IV [PVL+], USA1000 NEG NEG NEG AMB NEG NEG
STS9-MRSA-IV, WA-73 NEG NEG NEG AMB VAR NEG
[ST87-MRSA-IV, WA-24 NEG NEG NEG AMB NEG
[STS9-MRSA-IV [PVL+], WA-55/56 NEG AMB NEG AMB NEG
[STS9/ST952-MRSA-V(T) [PVL+], Taiwan Clone NEG AMB NEG AMB NEG NEG
[ST59-MRSA-V NEG NEG NEG AMB AMB VAR NEG
[CC39-MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG
[ST59-MRSA-IV/V, WA-15 NEG AMB NEG AMB NEG
[ST72-MRSA-1V, USA700 RARE NEG
[ST72-MRSA-IV [PVL+], WA-34 AMB NEG
CCT5MRSATY, NEG AMB AMB NEG NEG NEG NEG NEG NEG NEG
[ST883-MRSA-IV, WA-47 NEG NEG NEG NEG NEG NEG NEG NEG
[ST1303-MRSA-1V NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CC80-MRSA-IV AMB NEG NEG NEG
[CC80-MRSA-IV [PVL+], European Clone AMB AMB NEG NEG NEG
[CC88-MRSA-IV, WA-2 NEG RARE RARE NEG NEG NEG NEG NEG
[CC88-MRSA-IV [PVL+] RARE NEG NEG
[CC35-MRSA-V [PVL+] NEG NEG NEG
[CC88-MRSAVI NEG NEG NEG NEG
ST93-MRSA-IV [PVL-] AMB AMB NEG NEG NEG
[ST93-MRSA-IV [PVL+], Queensland Clone NEG NEG NEG
IST93-MRSA-V [PVL+] NEG NEG NEG
[CCOT-MRSAIV, WA-54 NEG NEG NE NE
(CCO7-MRSA-V NEG NEG NEG NEG
[CC97-MRSA-V [ACME+] AMB NE( NE(
[CC97-MRSA-I/V VAR NEG NEG NEG
(CC121-MRSA-V, WA-22 NEG NEG NEG
CCIS2-MRSAV [PVL+] NEG NEG NEG NEG NEG NEG
IST154-MRSA [PVL+] AMB AMB VAR VAR VAR VAR NEG
[ST188-MRSA-1V, WA-38/78 NEG NEG NEG
[STI85-MRSA-V AMB NEG
ST239-MRSA-IIT RARE RARE NEG
[CC361-MRSA-IV, WA-29 AMB NEG NEG
CC361-MRSA-V NEG NEG NEG
[CC361-MRSA-VIIL, WA-28 NEG NEG NEG NEG
[CC398-MRSA-IV NEG NEG NEG RARE RARE RARE NEG
[ST398-MRSA-V NEG NEG NEG RARE RARE RARE NEG
[ST398-MRSA-V [PVL+] NEG NEG NEG NEG NEG
[CCS09/51207-MRSA-V NEG NEG NEG
[ST573-MRSA-V, WA-10 NEG NEG NEG NEG

'T772-MRSA-V [PVL+], WA-60/Bengal Bay Clone NEG NEG AMB NEG NEG NEG NEG

T779-MRSA NEG NEG

T834-MRSA-IV, WA-13 NEG NEG

CCOI3-MRSAITY NEG
[ST1772-MRSAIV [ACME] NEG NEG
[CC15-MSSA NEG NEG AMB NEG NEG
[STa26-MSSA
Legend:

Positive

Ambiguous AMB

Negative : NEG

Rare (in >0 to 33% of isolates) RARE

Variable (in >33 to 66% of isolates) VAR

Common (in >66 to <100% of isolates) :



VIRULENCE : ACME LOCUS VIRULENCE : PROTEASES

aur sspP
arcA-SCC | areB-SCC | arcC-SCC | areD-SCC | aur (cons) | (other than aur SpIA spIB SpIE sspA. sspB  |sspP (cons)| (other than
MRSA252) (MRSA252) ST93)

CCL-MRSAIV [PVL-], WA-1/57
CCI-MRSA-IV [PVL+], USA400
[CC1-MRSA-TV/SCCfus [PVL-]
CCI-MRSA-IV/SCCfus [PVL+]
CCI-MRSA-V [PVL+]
[CCI-MRSA-V/SCCrus [PVL-]
[CCI-MRSA-V/SCCus [PVL+]
[ST228-MRSA-T, South G
[STS-MRSA, Geraldine Clone
[CC5-MRSA-Ivar., WA-18/21/48
|CC5-MRSA-I, Rhine-Hesse /UK-3
[CC5-MRSA-II [ACME+]
[CC5-MRSA-III
[CC5-MRSA-IV, Pacdiatric clone
[CC5-MRSA-IV [PVL+]
[CC5-MRSA-V
[CC5-MRSA-V [PVL+]
[CC5-MRSA-VI, New Paediatric Clone
[ST5-MRSA-VII (SCC-JCSC6082)
|CC5-MRSA-IVvar, Maltesc Clone
[CC5-MRSA-SCC(MRSAZH47)
[CC5-MRSATV/VI
[CC5-MRSA-IV/SCClus
[CCS/ST835-MRSA, WA-40/46
[ST6-MRSA-TV, WA-51
[ST6-MRSA-V
[CCT-MRSATV
[CC7-MRSA-V
[ST250-MRSA-1, Early/Ancestral MRSA
[ST247-MRSA-I, North G MRSA
[CC8-MRSA-IV, UK-14/WA-5
[CC8-MRSA-IV, Lyon Clone/UK-2

[CC8-MRSA-IV [PVL/sed/j/r/k/g+]
[CC8-MRSA-IV ]

[CC8-MRSA-VIIL
T8-MRSA-IIA/B/C/D/E, Irish AR13/14
T8-MRSA, UK-12/13, Irish AR43
T254-MRSA, Hannover EMRSA
T254-MRSA-1V/V, Hannover/UK-10

CCO-MRSA-IV

[CCIZMRSA, WA-59
[CC12-MRSA-IV
[CC20-MRSA-V
[ST22-MRSA1V, Barnim/UK-15

T22-MRSA-IV [ACME+]

T22-MRSA-IV [PVL+]

T22-MRSA-V

[ST22-MRSA-V [PVL+]

[ST36-MRSA-IL, UK-16

[ST30-MRSA-IV [PVL], Pacific Clone

[ST30-MRSA-IV [tst1+]

0-MRSA-V [PVL+]

[ST45-MRSA-II, USA600

[ST45-MRSA-IV, Berlin EMRSA

[CC45-MRSA-IV [ACME+]

[ST45-MRSA-V, WA-4

[CC45/agr IV-MRSA-1V, WA-23
[CC45/agr IV-MRSA-V

[CCdS/agr IV-MRSA-IV/V.
[CCS9-MRSAIV [PVL+], USA1000
[STS9-MRSA-TV, WA-73
IST87-MRSA-IV, WA-24
[STS9-MRSA-IV [PVL+], WA-55/56
[STS9/ST952-MRSA-V(T) [PVL+], Taiwan Clone
ST59-MRSA-V.
[CCS9-MRSA-V [PVL+]
[STSOMRSATV/V, WA-15
[ST72-MRSA-IV, USA700
[ST72-MRSA-IV [PVL+], WA-44
[CC75-MRSA-IV
[ST883-MRSA-IV, WA-47
[ST1303-MRSA-IV.
[CC80-MRSA-TV
[CCB0-MRSA-IV [PVL+], European Clone
[CCB3-MRSA-TV, WA-2
[CC83-MRSA-IV [PVL+]
[CC83-MRSA-V [PVL+]

TV [PVL]
PVL+], Queensland Clone

[CC121-MRSA-V, WA-22
[CC152-MRSA-V [PVL+]
[ST154-MRSA [PVL+]
[ST188-MRSA-IV, WA-38/78
[ST188-MRSA-V

[ST398-MRSA-V [PVL+]

[CC509/ST207-MRSA-V.

[ST573-MRSA-V, WA-10

[ST772-MRSA-V [PVL+], WA-60/Bengal Bay Clone
[ST779-MRSA

[ST834-MRSA-IV, WA-

[CCO13-MRSA-IV.

-MS:!
[ST426-MSSA

Legend:

Positive

Ambiguous :

Negative :

Rare (in >0 10 33% of isolates) :

Variable (in >33 to 66% of isolates) :
Common (in >66 to <100% of isolates) :



VIRULENCE : STAPHYLOCOCCAL SUPERANTIGEN/ENTEROTOXIN-LIKE GENES (SET/SSL)

setC ssll/set6 | sslUset6 | ssll/set6 | sslUset6 | ssll/set6 | ssIOL- | 00 o | ssi02/set7 | ssl03/set8 | ssl03/set8 5510315:5'8
probe 111 | probe2 11 | probel 12 | probe212 | probed 11 RF122 rsa2s2) | probel | probe2 ?::W?

[CC1-MRSA-IV [PVL-], WA-1/57
[CC1-MRSA-IV [PVL+], USA400
[CC1-MRSA-TV/SCCfus [PVL-]

CC1-MRSA-IV/SCCfus [PVL+]
CCI-MRSA-V [PVL+] AMB
CCI-MRSA-V/SCCfus [PVL-]
CC1-MRSA-V/SCCfus [PVL+]
[ST228-MRSA-I, South G:
[STS-MRSA-I, Geraldine Clone
[CC5-MRSA-Ivar., WA-18/21/48

CC5-MRSA-IL, Rhine-Hesse /UK-3
CC5-MRSA-II [ACME+]
[CC5-MRSA-III AMB
CC5-MRSA-1V, Paediatric clone
[CC5-MRSA-IV [PVL+] AMB
(CC5-MRSA-)
[CC5-MRSA-V [PVL+]
[CC5-MRSA-VI, New Paediatric Clone

[ST5-MRSA-VII (SCC-JCSC6082)
[CC5-MRSA-IVvar, Maltese Clone
[CC5-MRSA-SCC(MRSAZH47)
CC5-MRSA-IV/VI
[CC5-MRSA-IV/SCCfus
[CC5/ST835-MRSA, WA-40/46
[ST6-MRSA-IV, WA-51

[ST6-MRSA-V
|CCT-MRSA-IV
CC7-MRSA-V AMB AMB
[ST250-MRSA-L, Early/Ancestral MRSA
[ST247-MRSA-I, North G MRSA
[CC8-MRSA-IV, UK-14/WA-5
CC8-MRSA-IV, Lyon Clone/UK-2
AMB
CC8-MRSA-IV [PVL/sed/j/r/k/q+]
[CC8-MRSA-TV 1
[CC8-MRSA-V
[CC8-MRSA-VIIL
T8-MRSA-IIA/B/C/D/E, Irish AR13/14 AMB
T8-MRSA, UK-12/13, Irish AR43
T254-MRSA, Hannover EMRSA
T254-MRSA-IV/V, Hannover/UK-10

CC9-MRSA-IV
[CCI2-MRSA, WA-59
CC12-MRSA-IV
[CC20-MRSA-V
[ST22-MRSA-1V, Barnim/UK-15
T22-MRSA-IV [ACME+]
T22-MRSA-IV [PVL+]
T22-MRSA-V
[ST22-MRSA-V [PVL+]
[ST36-MRSA-I1, UK-16
[ST30-MRSA-IV [PVL+], Pacific Clone
[ST30-MRSA-IV [tst1+]
0-MRSA-V [PVL+]

[ST45-MRSA-II, USA600
[ST45-MRSA-IV, Berlin EMRSA
[CC45-MRSA-IV [ACME+]
[ST45-MRSA-V, WA-4

2

iii :
= =
ClISE  El
HHH HH
ElEE] ®|=

[CC45/agr IV-MRSA-1V, WA-23
[CC45/agr IV-MRSA-V
[CCd5/agr IV-MRSA-IV/V.

[CC59-MRSA-1V [PVL+], USA1000
[ST59-MRSA-IV, WA-73

[ST87-MRSA-IV, WA-24

[ST59-MRSA-IV [PVL+], WA-55/56
[ST59/ST952-MRSA-V(T) [PVL+], Taiwan Clone
[ST59-MRSA-V
[CC59-MRSA-V [PVL+]
[STS9-MRSA-IV/V, WA-15
[ST72-MRSA-IV, USA700

2

2

2

[ST72-MRSA-1V [PVL+], WA-44
[CC75-MRSA-TV.

[ST883-MRSA-1V, WA-47
[ST1303-MRSA-IV.

=

[CC80-MRSA-TV
[CC80-MRSA-IV [PVL+], European Clone
[CC83-MRSA-1V, WA-2
CC88-MRSA-IV [PVL+] M
[CC88-MRSA-V [PVL+]

AMB

TV [PVL]
PVL+], Queensland Clone

2
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=
=
B

[ST188-MRSA-IV, WA-38/78

[ST188-MRSA-V.

[ST239-MRSA-IIL

[CC361-MRSA-IV, WA-29

CC361-MRSA-V

[CC361-MRSA-VIIL, WA-28

[CC398-MRSA-IV.

[ST398-MRSA-V'
[ST398-MRSA-V [PVL+]

[CC509/ST207-MRSA-V.

[ST573-MRSA-V, WA-10

[ST772-MRSA-V [PVL+], WA-60/Bengal Bay Clone

[ST779-MRSA

[ST834-MRSA-IV, WA-13

[CCOT3-MRSATV

AMB

[CC15-MSSA
[ST426-MSSA

Legend:

Positive

Ambiguous : AMB
Negative :

Rare (in >0 10 33% of isolates) :
Variable (in >33 to 6% of isolates) :
Common (in >66 to <100% of isolates) :

i



'VIRULENCE : STAPHYLOCOCCAL SUPERANTIGEN/ENTEROTOXIN-LIKE GENES (SET/SSL), continued

ss106
ssl07/setl | ssl07/setl |ss108/ set12(ss108/ set12|
D Srnizy | prove1 |®FEE] grobesia) | (vmsazsy SlocEey N ssl07/setl | insaasz | aF 35536 | raben) | (orabed)

CCI-MRSA-IV [PVL-], WA-1/57
CC1-MRSA-IV [PVL+], USA400
CCI-MRSA-TV/SCCfus [PVL-]
[CCI-MRSA-IV/SCCus [PVL+]
[CC1-MRSA-V [PVL+] AMB AMB AMB
CC1-MRSA-V/SCCfus [PVL-] AMB
[CCI-MRSA-V/SCCus [PVL+] AMB AMB AMB
[ST228-MRSA-L, South G
IST5-MRSA-I, Geraldine Clone AMB AMB AMB
CC5-MRSA-Ivar., WA-18/21/48
CC5-MRSA-IL, Rhine-Hesse /UK-3 AMB
CC5-MRSA-II [ACME+] AMB
CC5-MRSA-III AMB
CC5-MRSA-IV, Paediatric clone
CCS-MRSA-IV [PVL+] AMB
CC5-MRSA-V
[CC5-MRSA-V [PVL+]
CC5-MRSA-VI, New Paediatric Clone
[ST5-MRSA-VII (SCC-JCSC6082)
CC5-MRSA-IVvar, Maltese Clone AMB
CC5-MRSA-SCC(MRSAZH47)
CC5-MRSA-TV/VI
[CCS-MRSA-IV/SCCfus
(CC5/ST835-MRSA, WA-40/46
[ST6-MRSA-IV, WA-51
[ST6-MRSA-V
CCT-MRSA-IV
[CC7-MRSA-V AMB AMB
[ST250-MRSA-1, Early/Ancestral MRSA
[ST247-MRSA-I, North G MRSA AMB AMB
CCS-MRSA-IV, UK-14/WA-5 AMB
CC8-MRSA-IV, Lyon Clone/UK-2 AMB
[CCB8-MRSAIV, UK-6
CCS-MRSA-IV, USA500 AMB AMB
[STS-MRSA-IV [PVL/ACME+], USA300
[ST8-MRSA-TV [PVL+], USA300 AMB
CC8-MRSA-IV [PVL/sed/j/r/k/q+] AMB
CC8-MRSA-TV 1 AMB AMB.
[CC8-MRSA-V
(CC3-MRSA-VIIT
T8-MRSA-LIA/B/C/D/E, Irish AR13/14
T8-MRSA, UK-12/13, Irish AR43
T254-MRSA, Hannover EMRSA
T254-MRSA-IV/V, Hannover/UK-10
CC9-MRSA-IV
[CC12-MRSA, WA-59
[CC12-MRSA-IV. AMB
|CC20-MRSA-V

[ST22-MRSA-IV, Barnim/UK-15 AMB

T22-MRSA-IV [ACME+]
T22-MRSA-IV [PVL+] AMB
T22-MRSA-V AMB
[ST22-MRSA-V [PVL+] AMB
[ST36-MRSA-II, UK-16
[ST30-MRSA-IV [PVL+], Pacific Clone AMB AMB
[ST30-MRSA-IV [t5t1+]
CC30-MRSA-V [PVL+]
| ST MRSA-IT, USA600
[ST45-MRSA-IV, Berlin EMRSA
[CC45-MRSA-IV [ACME+]
[ST45-MRSA-V, WA-4
CC45/agr IV-MRSA-IV, WA-23
(CCaS/agr IV-MRSA-V
[CCa5:
[CCS9-MRSAIV [PVL+], USA1000 M
[ST59-MRSA-IV, WA-73 M]
[ST87-MRSA-IV, WA-24
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[ST59-MRSA-IV [PVL+], WA-55/56

[ST59/ST952-MRSA-V(T) [PVL+], Taiwan Clone M AMB
AMB
[ST72-MRSA-IV, USA700 M]
[ST72-MRSA-IV [PVL+], WA-44 AMB AMB
CC75-MRSA-IV
[ST883-MRSA-IV, WA-47
[ST1303-MRSA-IV
[CC80-MRSA-TV AMB AMB
CC80-MRSA-IV [PVL+], European Clone AMB!
CC88-MRSA-IV, WA-2
AMB
(CC88-MRSA-V [PVL+]
AMB
PVL+], Queensland Clone
VL+] AMB
[CCY7-MRSA-IV, WA-54
[CCO7-MRSA-V
[CC97-MRSA-V [ACME+] AMB AMB
[CCOT-MRSA-I/V
(CC121-MRSA-V, WA-22 AMB
[CC152-MRSA-V [PVL+]
[ST154-MRSA [PVL+]
[ST188-MRSA-IV, WA-38/78
[ST188-MRSA-V. AMB AMB
AMB AMB

[ST398-MRSA-V [PVL+]
[CC509/ST207-MRSA-V. AMB

[ST573-MRSA-V, WA-10
[ST772-MRSA-V [PVL+], WA-60/Bengal Bay Clone
[ST779-MRSA

[ST834-MRSA-IV, WA-13

[CCO13-MRSA-IV.

[CC15-MSSA
[ST426-MSSA
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Legend:

Positive

Ambiguous :

Negative :

Rare (in >0 10 33% of isolates) :

Variable (in >33 to 66% of isolates) :
Common (in >66 to <100% of isolates) :



'VIRULENCE : STAPHYLOCOCCAL SUPERANTIGEN/ENTEROTOXIN-LIKE GENES (SET/SSL), continued

sSI0 | ssl10/setd | ssill/set2 | ssitijset2 | SSUVSEE2 | ogp/eqn
(probe 1) (probe 2) (MRSA252) (RFIZZ) (MRSA252) (COL) (Mu50+N315)

setB3 | SeB3 | gopy | setB2

(MRSA252) (MRSA252) (MRSA252) ESEE

76)

[CCI-MRSAIV [PVL], WA-1/57
[CCI-MRSAIV [PVL+], USA400
[CCI-MRSATV/SCCfus [PVL-]
[CCI-MRSA-IV/SCClus [PVL+]
[CCI-MRSA-V [PVL+]
[CCI-MRSA-V/SCCfus [PVL-]
[CCI-MRSA-V/SCCfus [PVL+]
[ST228 MRSAL, South G
[STS-MRSA, Geraldine Clone
[CC5-MRSA-Ivar., WA-18/21/48
|CC5-MRSA-I, Rhine-Hesse /UK-3
[CC5-MRSA-II [ACME+]
[CCS-MRSA-III
[CC5-MRSA-IV, Paediatric clone
CCS-MRSA-IV [PVL+]
[CC5-MRSA-V
[CC5-MRSA-V [PVL+]
[CC5-MRSA-VI, New Pacdiatric Clone
[STS-MRSA-VII (SCC-JCSC6082)
|CC5-MRSA-IVvar, Maltese Clone
[CC5-MRSA-SCC(MRSAZHA7)
[CC5-MRSATV/VI
[CC5-MRSA-IV/SCCrus
(CCS/ST835-MRSA, WA-40/46
[ST6-MRSA-IV, WA-51
[ST6-MRSA-V
[CCT-MRSAIV
CCT-MRSA-V.
[ST250-MRSA-L, Early/Ancestral MRSA
[ST247-MRSA-I, North G MRSA
[CCB-MRSA-IV, UK-14/WA-5
[CC8-MRSA-IV, Lyon Clone/UK-2
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[CC8-MRSA-IV [PVL/sed/j/r/k/g+]
CC8-MRSA-IV. 1]

[CC8-MRSA-VIIT
T8-MRSA-TIA/B/C/D/E, Irish AR13/14
T8-MRSA, UK-12/13, Irish AR43
T254-MRSA, Hannover EMRSA
1254-MRSA-1V/V, Hannover/UK-10

CC9-MRSA-IV

[CCI2-MRSA, WA-59
CC12-MRSA-IV
[CC20-MRSA-V

[ST22-MRSA-1V, Barnim/UK-15

T22-MRSA-IV [ACME+]

T22-MRSA-IV [PVL+]

=
b

T22-MRSA-V
[ST22-MRSA-V [PVL+]
[ST36-MRSA-II, UK-16
[ST30-MRSA-IV [PVL+], Pacific Clone M
ST30-MRSA-IV [tst1+] M

=z

0-MRSA-V [PVL+]
"MRSA-II, USA600
-MRSA-IV, Berlin EMRSA
[CC45-MRSA-IV [ACME+]
[ST45-MRSA-V, WA-4
(CC45/agr IV-MRSA-IV, WA-23
[CC45/agr IV-MRSA-V
[CCdS/agr IV-MRSAIV/V.
[CCS9-MRSAIV [PVL+], USA1000
[STS9-MRSA-TV, WA-73
[ST87-MRSA-IV, WA-24
[STS9-MRSA-IV [PVL+], WA-55/56
[STS9/ST952-MRSA-V(T) [PVL+], Taiwan Clone
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[ST72-MRSA-IV [PVL+], WA-44
[CC75-MRSA-IV
[ST883-MRSA-IV, WA-47
[ST1303-MRSA-IV.
[CC80-MRSA-TV
[CCB0-MRSA-IV [PVL+], European Clone
[CCB3-MRSA-TV, WA-2
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PVL+], Queensland Clone
VL+]
[CCO7-MRSA-IV, WA-54
[CCOT-MRSA-V
[CC97-MRSA-V [ACME+]
CCOT-MRSA-IV.
[CC121-MRSA-V, WA-22
[CCI52.MRSA-V [PVL+]
[STIS4-MRSA [PVL+]
[ST188-MRSA-IV, WA-38/78
[ST188-MRSA-V
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[ST398-MRSA-V [PVL+]

[CC509/ST207-MRSA-V.

[ST573-MRSA-V, WA-10

[ST772-MRSA-V [PVL+], WA-60/Bengal Bay Clone
MRS,

[ AvB ]

AMB

Legend:

Positive

Ambiguous :

Negative :

Rare (in >0 10 33% of isolates) :
Variable (in >33 to 6% of isolates) :
Common (in >66 to <100% of isolates) :



CAPSULE- AND BIOFILM-ASSOCIATED GENES

capH1 capJ1 capK1 capH5 capJ5 capKs capH8 capl8 capJ8 capK8 icaA icaC icaD bap

[CCI-MRSAIV [PVL], WA-1/57
CCI-MRSA-IV [PVL+], USA400
[CCI-MRSATV/SCCfus [PVL-]
[CCI-MRSA-IV/SCClus [PVL+]
[CCI-MRSA-V [PVL+]
[CCI-MRSA-V/SCCrus [PVL-]
[CCI-MRSA-V/SCCfus [PVL+]
[ST228 MRSAL, South G
[STS-MRSA, Geraldine Clone
[CC5-MRSA-Ivar., WA-18/21/48
|CC5-MRSA-I, Rhine-Hesse /UK-3
[CC5-MRSA-II [ACME+]
[CCS-MRSA-III
CC5-MRSA-1V, Paediatric clone
CCS-MRSA-IV [PVL+]
[CC5-MRSA-V
[CC5-MRSA-V [PVL+]
[CC5-MRSA-VI, New Pacdiatric Clone
[STS-MRSA-VII (SCC-JCSC6082)
|CC5-MRSA-IVvar, Maltese Clone
[CC5-MRSA-SCC(MRSAZHA7)
[CC5-MRSATV/VI
[CC5-MRSA-IV/SCCrus
[CCS/ST835-MRSA, WA-40/46
[ST6-MRSA-IV, WA-51
[ST6-MRSA-V
[CCT-MRSAIV
CCT-MRSA-V.
[ST250-MRSA-L, Early/Ancestral MRSA
[ST247-MRSA-I, North G MRSA
[CCB-MRSA-IV, UK-14/WA-5
[CC8-MRSA-IV, Lyon Clone/UK-2

[CC8-MRSA-IV [PVL/sed/j/r/k/g+]
[CC8-MRSA-IV ]

[CC8-MRSA-VIIT
T8-MRSA-IIA/B/C/D/E, Irish AR13/14
T8-MRSA, UK-12/13, Irish AR43
T254-MRSA, Hannover EMRSA
1254-MRSA-1V/V, Hannover/UK-10

CC9-MRSA-IV

[CCI2-MRSA, WA-59
CC12-MRSA-IV
[CC20-MRSA-V
[ST22-MRSA-1V, Barnim/UK-15

T22-MRSA-IV [ACME+]

T22-MRSA-IV [PVL+]

T22-MRSA-V

[ST22-MRSA-V [PVL+]

[ST36-MRSA-II, UK-16
[ST30-MRSA-IV [PVL+], Pacific Clone
ST30-MRSA-IV [tst1+]

0-MRSA-V [PVL+]

[STHMRSA-TL, Usa6o0
-MRSA-1V, Berlin EMRSA

[CC45-MRSATV [ACME+]

[CCaS/agr IV-MRSA-IV, WA-23
CCA5/agr IV-MRSA-V

CC45/agr TV-MRSA-

[CC59-MRSA-1V [PVL+], USA1000
ST59-MRSA-IV, WA-73

[ST87-MRSA-IV, WA-24

[ST59-MRSA-IV [PVL+], WA-55/56
[ST59/ST952-MRSA-V(T) [PVL+], Taiwan Clone

[ST72-MRSA-IV [PVL+], WA-44
[CC75-MRSA-IV
[ST883-MRSA-IV, WA-47
[ST1303-MRSA-IV.
[CC80-MRSA-TV
[CCB0-MRSA-IV [PVL+], European Clone
[CCB3-MRSA-TV, WA-2

PVL+], Queensland Clone
[ST93-MRSA-V [PVL+]
[CC97-MRSA-IV, WA-54
[CC97-MRSA-V
CC97-MRSA-V [ACME+]
[CCO7-MRSA-TIV
[CCI21-MRSA-V, WA-22
[CC152-MRSA-V [PVL+]
[ST154-MRSA [PVL+]
[ST188-MRSA-1V, WA-38/78
[ST188-MRSA-V

[ST398-MRSA-V [PVL+]
[CC509/ST207-MRSA-V.

ST573-MRSA-V, WA-10
ST772-MRSA-V [PVL+], WA-60/Bengal Bay Clone
A

-MS:!
[ST426-MSSA

Legend:

Positive

Ambiguous :

Negative :

Rare (in >0 10 33% of isolates) :
Variable (in >33 to 6% of isolates) :
Common (in >66 to <100% of isolates) :




ADHAESION FACTORS / GENES ENCODING MICROBIAL SURFACE COMPONENTS RECOGNIZING ADHESIVE MATRIX MOLECULES (MSCRAMM GENES)

cIfA cIfA clfA cIfA
Gl (COL+RF122)| (MRSA252) |(Mus0+ MW2)|

bbp bbp bbp bbp bbp
(cons) | (COL+MW2) | (MRSA252) | (RF122) (ST45) (total)

clfB

o clfB
bbp (total) (COL+Mus0) | (MW2) (RF122)

CIfB (total) | cIfB (cons)

CCL-MRSAIV [PVL-], WA-1/57
CCI-MRSA-IV [PVL+], USA400
[CCI-MRSATV/SCCfus [PVL-]
CCI-MRSA-IV/SCCfus [PVL+]
CCI-MRSA-V [PVL+]
[CCI-MRSA-V/SCCfus [PVL-]
[CCI-MRSA-V/SCCus [PVL+]
[ST228 MRSAL, South G
[ST5-MRSA-L, Geraldine Clone
[CC5-MRSA-Ivar., WA-18/21/48
|CC5-MRSA-I, Rhine-Hesse /UK-3
[CC5-MRSA-II [ACME+]
[CC5-MRSA-III
[CC5-MRSA-IV, Pacdiatric clone
[CC5-MRSA-IV [PVL+]
[CCS-MRSA-V
[CC5-MRSA-V [PVL+]
[CC5-MRSA-VI, New Pacdiatric Clone
[STS-MRSA-VII (SCC-JCSC6082)
|CC5-MRSA-IVvar, Maltesc Clone
[CC5-MRSA-SCC(MRSAZH47)
|CC5-MRSA-TV/VI
[CC5-MRSA-IV/SCClus
[CCS/ST835-MRSA, WA-40/46
[ST6-MRSA-TV, WA-51
[ST6-MRSA-V
[CCT-MRSAIV
[CC7-MRSA-V
[ST250-MRSA-1, Early/Ancestral MRSA
[ST247-MRSA-I, North G MRSA
[CC8-MRSA-IV, UK-14/WA-5
[CC8-MRSA-IV, Lyon Clone/UK-2
[CC8-MRSATV, UK-6
[CC8-MRSA-IV, USA500
[STS-MRSATV [PVL/ACME+], USA300
[ST8-MRSA-TV [PVL+], USA300
[CC8-MRSA-IV [PVL/sed/j/r/k/q+]
CC3-MRSA-TV ]

[CC8-MRSA-V
[CC8-MRSA-VIIT

TS-MRSA-IIA/B/C/D/E, Irish AR13/14
T8-MRSA, UK-12/13, Irish AR43
T254-MRSA, Hannover EMRSA

T254-MRSA-IV/V, Hannover/UK-10 AMB

CC9-MRSA-IV.

[CC12-MRSA, WA-59
[CC12-MRSA-IV.
[CC20-MRSA-V

[ST22-MRSA-IV, Barnim/UK-15

T22-MRSA-IV [ACME+]
T22-MRSA-IV [PVL+]

T22-MRSA-V

[ST22-MRSA-V [PVL+]

ST36-MRSA-II, UK-16 AMB

[ST30-MRSA-IV [PVL+], Pacific Clone

[ST30-MRSA-IV [tst1+]
0-MRSA-V [PVL+]

ST45-MRSA-II, USA600
[ST45-MRSA-IV, Berlin EMRSA

AMB

CC45-MRSA-1V [ACME+]
[ST45-MRSA-V, WA-4
[CC45/agr IV-MRSA-IV, WA-23

CC45/agr IV-MRSA-V

[CCd5/agr IV-MRSA-IV/V. AMB
[CC59-MRSA-1V [PVL+], USA1000
[ST59-MRSA-IV, WA-73
[ST87-MRSA-IV, WA-24
[ST59-MRSA-IV [PVL+], WA-55/56
[STS9/ST952-MRSA-V(T) [PVL+], Taiwan Clone
[ST59-MRSA-V
[CC59-MRSA-V [PVL+]
[STS9-MRSA-IV/V, WA-15
[ST72-MRSA-IV, USA700
[ST72-MRSA-1V [PVL+], WA-44
[CC75-MRSA-TV.
[ST883-MRSA-1V, WA-47
[ST1303-MRSA-IV.

[CC80-MRSA-IV
[CCB0-MRSA-IV [PVL+], European Clone
[CCB3-MRSA-TV, WA-2

[CC83-MRSA-IV [PVL+]
CC88-MRSA-V [PVL+]
|CC83-MRSA-VI
IST93-MRSA IV [PVL-]
[ST93-MRSA-IV [PVL+], Queensland Clone
[ST93-MRSA-V [PVL+]

[CC97-MRSA-IV, WA-54

CC97-MRSA-V

CC97-MRSA-V [ACME+]
CC97-MRSA-IV

“WA22

[PVL+]

VLA

V, WA-38/78
[ST188-MRSA-V.
[ST239-MRSA-III

[CC361-MRSA-IV, WA-29
CC361-MRSA-V

[CC361-MRSA-VIIL, WA-28

[CC398-MRSA-IV. AMB

[ST398-MRSA-V
[ST398-MRSA-V [PVL+]

[CC509/ST207-MRSA-V.

[ST573-MRSA-V, WA-10

[ST772-MRSA-V [PVL+], WA-60/Bengal Bay Clone AMB
[CCI5-MSSA
[ST426-MSSA AMB
Legend:

Positive

Ambiguous : AMB

Negative :

Rare (in >0 10 3% of isolates) :

Variable (in >33 to 66% of isolates) :

Common (in >66 to <100% of isolates) :



ADHAESION FACTORS / GENES ENCODING MICROBIAL SURFACE COMPONENTS RECOGNIZING ADHESIVE MATRIX MOLECULES
(MSCRAMM GENES), continued
ebh ebpS ebpS ebpS ebpS fib il fnbA fnbA fnbA fnbA fnbA fnbA
ona (cons) (total) | (probe612) | (probe 614 (COL) cno ! vRrsa2s2) | (total) (cons) (COL) | (MRsA2s2) |(vMuso:Mw2)| (RF122)

CCL-MRSAIV [PVL-], WA-1/57 NEG NEG NEG NEG NEG NEG
CCI-MRSA-IV [PVL+], USA400 NEG NEG NEG NEG NEG NEG
[CCI-MRSATV/SCCfus [PVL-] NEG NEG NEG NEG NEG NEG
[CCI-MRSA-IV/SCClus [PVL+] NEG NEG NEG NEG NEG NEG
[CCI-MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG
[CCI-MRSA-V/SCCfus [PVL-] NEG NEG NEG NEG NEG NEG
[CCI-MRSA-V/SCCfus [PVL+] NEG NEG NEG NEG NEG NEG
[ST228-MRSA-L South G MRSA NEG NEG NEG NEG NEG NEG NEG
[STS-MRSA, Geraldine Clone NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-Ivar., WA-18/21/48 NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-I, Rhine-Hesse /UK-3 NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-II [ACME+] NEG NEG NEG NEG NEG NEG NEG
[CCS-MRSA-III NEG NEG NEG NEG NEG NEG NEG
(CC5-MRSA-1V, Pacdiatric clone NEG NEG NEG NEG NEG NEG NEG
CCS-MRSA-IV [PVL+] NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-V NEG NEG NEG NEG NEG NEG NEG
[CCS-MRSA-V [PVL+] NEG AMB NEG NEG NEG NEG NEG NEG
[CC5-MRSA-VI, New Pacdiatric Clone NEG NEG NEG NEG NEG NEG NEG
[STS-MRSA-VII (SCC-JCSC6082) NEG NEG NEG NEG NEG NEG NEG
|CC5-MRSA-IVvar, Maltese Clone NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-SCC(MRSAZH47) NEG NEG NEG NEG NEG NEG NEG
|CC5-MRSA-TV/VI NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-IV/SCCrus NEG NEG NEG NEG NEG NEG NEG
[CCS/ST835-MRSA, WA-40/46 NEG NEG NEG NEG NEG NEG NEG
[ST6-MRSA-TV, WA-51 AMB NEG NEG NEG NEG NEG NEG
[ST6-MRSA-V NEG NEG NEG NEG NEG AMB
[CCT-MRSAIV NEG NEG NEG NEG NEG NEG NEG
[CC7-MRSA-V NEG NEG NEG NEG NEG NEG NEG
[ST250-MRSA-L, Early/Ancestral MRSA NEG NEG NEG NEG NEG NEG
[ST247-MRSAL North G MRSA NEG NEG NEG NEG NEG NEG
[CCB-MRSA-IV, UK-14/WA-5 NEG NEG NEG NEG NEG NEG
[CC8-MRSA-IV, Lyon Clone/UK-2 NEG NEG NEG NEG NEG NEG
[CC8-MRSATV, UK-6 NEG NEG NEG NEG NEG NEG
[CC8-MRSA-IV, USAS00 NEG NEG NEG NEG NEG NEG
[STS-MRSATV [PVL/ACME+], USA300 NEG NEG NEG NEG NEG NEG
[STS-MRSA-IV [PVL+], USA300 NEG NEG NEG NEG NEG NEG
[CCB-MRSA-IV [PVL/sed/j/r/k/q+] NEG NEG NEG NEG NEG NEG
[CC8-MRSA-IV [tstl/sec/sel+] NEG NEG NEG NEG NEG NEG
[CC8-MRSA-V NEG NEG NEG NEG NEG NEG
[CC8-MRSA-VIIT NEG NEG AMB NEG NEG NEG NEG
[STS-MRSATIA/B/C/D/E, Irish AR13/14 NEG NEG NEG NEG NEG NEG
[ST8-MRSA, UK-12/13, Irish AR43 NEG NEG NEG NEG NEG NEG
[ST254-MRSA, Hannover EMRSA NEG NEG NEG NEG NEG NEG
[ST254-MRSA-1V/V, Hannover/UK-10 NEG NEG NEG NEG NEG NEG
[CCO-MRSAIV NEG NEG NEG NEG NEG NEG NEG
[CCIZMRSA, WA-59 NEG NEG NEG NEG NEG NEG NEG
CCIZMRSA-IV NEG NEG NEG NEG NEG NEG NEG
[CC20-MRSAV. NEG NEG NEG NEG NEG NEG
[ST22MRSAIV, Barmim/ UK 15 NEG NEG NEG NEG NEG NEG
[ST22 MRSA-TV [ACME+] NEG NEG NEG NEG NEG NEG
[ST22 MRSATV [PVL+] NEG NEG NEG NEG NEG NEG
[sT22-MRSA-V NEG NEG NEG NEG NEG NEG
[ST22 MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG
[ST36-MRSA-IL, UK-16 NEG NEG NEG NEG NEG NEG
[ST30-MRSA-IV [PVL+], Southwest Pacific Clone NEG NEG NEG NEG NEG NEG
[ST30-MRSA-IV [tst1+] NEG NEG NEG NEG NEG NEG
[CC30-MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG
[STa5-MRSAIE, UsA600 NEG NEG NEG NEG NEG NEG
[ST45-MRSA-IV, Berlin EMRSA NEG NEG NEG NEG NEG NEG
[CC45-MRSA-IV [ACME+] NEG NEG NEG NEG NEG NEG
[ST45-MRSA-V, WA-4 NEG NEG NEG NEG NEG NEG
(CC45/agr IV-MRSA-IV, WA-23 NEG NEG NEG NEG NEG NEG
[CC45/agr IV-MRSA-V NEG NEG NEG NEG NEG NEG
[CCdS/agr IV-MRSAIV/V NEG NEG NEG NEG NEG NEG
[CCS9-MRSAIV [PVL+], USA1000 NEG NEG NEG NEG NEG NEG
[ST59-MRSA-IV, WA-73 NEG AMB NEG NEG NEG NEG NEG
[STS7-MRSA-TV, WA24 NEG NEG NEG NEG NEG NEG
[STS9-MRSA-IV [PVL+], WA-55/56 AMB AMB NEG NEG NEG NEG NEG
[ST59/ST952-MRSA-V(T) [PVL+], Taiwan Clone AMB NEG NEG NEG NEG NEG
[ST59-MRSA-V NEG NEG NEG NEG NEG NEG
[CCS9-MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG NEG
[STSOMRSATV/V, WA-15 NEG NEG NEG NEG NEG NEG
[ST72-MRSA-IV, USA700 NEG NEG NEG NEG NEG NEG NEG
[ST72-MRSA-IV [PVL+], WA-44 NEG NEG NEG NEG NEG NEG NEG
[CCT5MRSATY NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG | NEG | NNNEOSIN|
[ST883-MRSA-1V, WA-47 NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[ST1303-MRSA-TV NEG NEG NEG NEG NEG NEG NEG. NEG NEG NEG NEG NEG NEG
[CC80-MRSA-IV NEG NEG NEG NEG NEG NEG NEG NEG
[CCB0-MRSA-IV [PVL+], European Clone NEG NEG NEG NEG NEG NEG NEG NEG
[CCB3-MRSA-IV, WA-2 NEG NEG NEG NEG NEG NEG NEG
[CC83-MRSA-IV [PVL+] NEG NEG NEG NEG NEG NEG NEG
[CC83-MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG NEG
[CC88-MRSA-VI NEG NEG NEG NEG NEG NEG NEG
[STo3-MRSATY PVET NEG NEG NEG NEG NEG NEG NEG NEG NEG
[ST93-MRSA-IV [PVL+], Queensland Clone NEG NEG NEG AMB NEG NEG NEG NEG NEG
[ST93-MRSA-V [PVL+] NEG NEG NEG AMB NEG NEG NEG NEG NEG
[CCO7-MRSA-IV, WA-54 NEG NEG NEG NEG NEG NEG NEG NEG |
[CCO7-MRSAV NEG NEG NEG NEG NEG NEG NEG NEG
[CCO7-MRSA-V [ACME+] NEG NEG NEG NEG NEG NEG NEG NE
CCOT-MRSA-IV. NEG NEG NEG NEG NEG

[CCI21-MRSA-V, WA-22 NEG NEG NEG NEG

[CCI52.MRSA-V [PVL+] NEG NEG NEG NEG NEG

[STIS4-MRSA [PVL+] AMB NEG NEG NEG NEG NEG
[STISS-MRSAIV, WA-38/78 NEG NEG NEG NEG

[ST188-MRSA-V NEG NEG NEG NEG

[ST239-MRSATIT NEG NEG RARE

[CC361-MRSA-IV, WA-29 NEG NEG NEG NEG NEG

CC361-MRSA-V NEG NEG NEG NEG NEG NEG
[CC361-MRSA-VIII, WA28 NEG AMB NEG NEG NEG NEG NEG NEG
[CC398-MRSA-TV NEG NEG NEG NEG
[ST398-MRSA-V NEG NEG NEG NEG
[ST398-MRSA-V [PVL+] NEG NEG AMB AMB NEG

[CCS09/ST207-MRSA-V NEG NEG NEG NEG

[STS73-MRSA-V, WA-10 NEG NEG NEG NEG NEG AMB NEG

T772-MRSA-V [PVL+], WA-60/Bengal Bay Clone NEG NEG NEG NEG NEG NEG

T779-MRSA NEG NEG NEG NEG NEG NEG NEG

T834-MRSA-IV, WA-13 | NEG NEG NEG NEG NEG NEG
CCO13-MRSA-TV NEG NEG NEG NEG NEG NEG NEG
[STI774-MRSA IV [ACME+] NEG NEG NEG NEG NEG NEG
[CCI5-MSSA NEG
[STa26 7554 [ NeG | NeG ] [ NG [ Ne6 [ NeG | NeG ]

Legend:
Positive

Ambiguous AMB
Negative : NEG
Rare (in >0 to 33% of isolates) RARE
Variable (in >33 to 6% of isolates) VAR

Common (in >66 to <100% of isolates) :



ADHAESION FACTORS / GENES ENCODING MICROBIAL SURFACE COMPONENTS RECOGNIZING ADHESIVE MATRIX MOLECULES
(MSCRAMM GENES), continued

G
fnbB fmbB fnbB fubB fubB fnbB fbB || maP map  |map ousoe|  sasG @ 856 | (ommrtan
(total) | (coL) || omso) | vMw2) [ ST15) | (sTa52) TP (COL) | oimsazsz) [ Mwa) | (total) | (coLsmuso | (MW2) | Mrsa2sze

RF122)

CCI-MRSA-IV [PVL-], WA-1/57

CC1-MRSA-IV [PVL+], USA400

CCI-MRSA-IV/SCCfus [PVL-]

CC1-MRSA-IV/SCCfus [PVL+]

CCI-MRSA-V [PVL+] AMB AMB
[CC1-MRSA-V/SCCfus [PVL-]
CC1-MRSA-V/SCCfus [PVL+]
[ST228-MRSA-I, South G:
[ST5-MRSA-I, Geraldine Clone
[CC5-MRSA-Ivar., WA-18/21/48 AMB AMB
CC5-MRSA-IL, Rhine-Hesse /UK-3
CC5-MRSA-II [ACME+]

[CC5-MRSA-III AMB AMB
CC5-MRSA-IV, Paediatric clone AM]
[CC5-MRSA-IV [PVL+] AMB AMB
CC5-MRSA-) AM]
[CC5-MRSA-V [PVL+] B

[CC5-MRSA-VI, New Paediatric Clone AMB

[ST5-MRSA-VII (SCC-JCSC6082)
[CC5-MRSA-IVvar, Maltese Clone
[CC5-MRSA-SCC(MRSAZH47)
CC5-MRSA-IV/VI
[CC5-MRSA-IV/SCCfus
[CC5/ST835-MRSA, WA-40/46
[ST6-MRSA-IV, WA-51
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ST6-MRSA-V MB
[CC7T-MRSA-TV M
[CC7-MRSA-V.

[ST250-MRSA-1, Early/Ancestral MRSA M
[ST247-MRSA-I, North G MRSA M
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[CC8-MRSA-1V, UK-14/WA-5
[CC8-MRSA-IV, Lyon Clone/UK-2
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[CC8-MRSA-IV [PVL/sed/j/r/k/g+]
[CC8-MRSA-IV ]
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[CC8-MRSA-VIIL
T8-MRSA-IIA/B/C/D/E, Irish AR13/14
T8-MRSA, UK-12/13, Irish AR43
T254-MRSA, Hannover EMRSA
T254-MRSA-1V/V, Hannover/UK-10

CCO-MRSA-IV

[CCIZMRSA, WA-59
[CC12-MRSA-IV
[CC20-MRSA-V
[ST22-MRSA1V, Barnim/UK-15

T22-MRSA-IV [ACME+]

T22-MRSA-IV [PVL+]

T22-MRSA-V

[ST22-MRSA-V [PVL+]

[ST36-MRSA-IL, UK-16

[ST30-MRSA-IV [PVL], Pacific Clone

[ST30-MRSA-IV [tst1+]

0-MRSA-V [PVL+]

[ST45-MRSA-II, USA600

[ST45-MRSA-IV, Berlin EMRSA

[CC45-MRSA-IV [ACME+]

[ST45-MRSA-V, WA-4

(CC45/agr IV-MRSA-IV, WA-23

(CCa5/agr IV-MRSA-V

[CCaS/agr IV-MRSA-IV/V.

[CCS9-MRSA-IV [PVL+], USAT000

[STS9-MRSA-IV, WA-73
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[ST87-MRSA-TV, WA-24
[ST59-MRSA-IV [PVL+], WA-55/56
[ST59/ST952-MRSA-V(T) [PVL+], Taiwan Clone AMB
[ST59-MRSA-V
CC59-MRSA-V [PVL+]

[ST59-MRSA-TV/V, WA-15 AMB
[ST72-MRSA-TV, USA700
[ST72-MRSA-IV [PVL+], WA-44
[CC75-MRSA-IV

[ST883-MRSA-IV, WA-47 M

[ST1303-MRSA-IV.
[CC80-MRSA-TV
[CCB0-MRSA-IV [PVL+], European Clone
[CCB3-MRSA-TV, WA-2
[CC83-MRSA-IV [PVL+]
[CC83-MRSA-V [PVL+]
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IV [PVL]
PVL+], Queensland Clone

AMB

‘C152-MRSA-V [PVL+]
[STI54-MRSA [PVL+]
[ST188-MRSA-IV, WA-38/78
AMB

[ST398-MRSA-V [PVL+]

[CC509/ST207-MRSA-V.

[ST573-MRSA-V, WA-10

[ST772-MRSA-V [PVL+], WA-60/Bengal Bay Clone
[ST779-MRSA

[ST834-MRSA-IV, WA-

[CCO13-MRSA-IV.

Legend:
Positive

Ambiguous : AMB
Negative :

Rare (in >0 to 33% of isolates) :
Variable (in >33 to 66% of isolates) :
Common (in >66 to <100% of isolates) :



ADHAESION FACTORS / GENES ENCODING MICROBIAL SURFACE COMPONENTS RECOGNIZING ADHESIVE MATRIX MOLECULES
(MSCRAMM GENES), continued
sdrC sdrC sdrC sdrC  |sdrC w2+ ‘o‘st::ﬁ,,, sdrD sdrD sdrD sdrD sdrD b b vwb vwb
tota) | (cons) |CEVI (con) | uso) | MEAE | esuse | (tota) | (cons) | corawn | Muso) | cother [YP 0RO corvwa | qumsaas | Mus0) | (RF122)
RF122)
[CC1-MRSA-IV [PVL-], WA-1/57 NEG NEG NEG NEG NEG NEG NEG NEG
CCI-MIRSA-IV [PVL+], USA400 NEG | NEG | NEG NEG | NEG NEG | NEG | NEG
[CC1-MRSA-IV/SCCfus [PVL-] NEG NEG NEG NEG NEG NEG NEG NEG
[CCI-MRSA-IV/SCClus [PVL+] NEG | NEG | NEG AMB_ | NEG | NEG NEG | NEG | NEG
[CC1-MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG NEG NEG
[CC1-MRSA-V/SCCfus [PVL-] NEG NEG NEG NEG NEG NEG NEG NEG
(CCI-MRSA-V/SCCus [PVL+] NEG | NEG | NEG NEG | NEG NEG_| _NEG | NEG
[ST228-MRSA-I, South G: MRSA NEG NEG NEG NEG NEG NEG NEG NEG
[STS-MRSA-L, Geraldine Clone NEG | NEG NEG COMM | COMM | NEG | COMM | NEG NEG | NEG NEG
CCS-MRSA-Ivar., WA-T8/21/48 NEG | NEG NEG NEG NEG NEG | NEG NEG
[CC5-MRSA-IL, Rhine-Hesse /UK-3 NEG NEG NEG NEG NEG NEG NEG NEG
CCS-MRSA [ACME+] NEG | NEG NEG NEG NEG NEG | NEG NEG
[CC5-MRSA-I1T NEG NEG NEG NEG NEG NEG NEG NEG
[CCS-MRSA-IV. Pacdiatric clone NEG | NEG NEG COMM_| COMM | NEG | COMM | NEG NEG | NEG NEG
CCS-MRSA-IV [PVL+] NEG | NEG NEG CoMM | _COMM | NEG | COMM | NEG NEG | NEG NEG
CCS-MRSA-V NEG | NEG NEG NEG NEG NEG | NEG NEG
[CC5-MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG NEG NEG
[CC5-MRSA-VI, New Paediatric Clone COMM COMM NEG NEG COMM NEG COMM RARE RARE NEG RARE NEG NEG NEG NEG
[ST5-MRSA-VII (SCC-JCSC6082) NEG NEG NEG NEG NEG NEG NEG NEG
(CCS-MRSA-IVvar, Maltese Clone NEG | NEG NEG NEG NEG NEG | NEG NEG
[CCS-MRSA-SCCMRSAZIAT) NEG__|_NEG NEG NEG NEG NEG | NEG NEG
CCS-MRSAIVIVE NEG | NEG NEG CoMM | NEG | CoMM | NEG NEG | NEG NEG
(CCS-MRSA-IV/SCCus NEG | NEG NEG NEG NEG NEG | NEG NEG
[CC5/ST835-MRSA, WA-40/46 NEG NEG NEG NEG NEG NEG NEG NEG
STe-MRSATV, WA-ST NEG NEG | NEG NEG NEG NEG NEG | _NEG
ST6-MRSA-V NEG NEG AMB NEG NEG NEG NEG NEG
CCT-MRSATY NEG NEG | NEG NEG NEG NEG | NEG | _Avip | _NEG
CCT-MRSAV NEG NEG | _NEG NEG NEG NEG | NEG
ST250-MRSA-T, Eariy/Ancestral MRSA NEG NEG | _NEG NEG | NEG NEG
[ST247-MRSA-L, North G MRSA NEG NEG NEG NEG NEG NEG
CC8-MRSA-IV, UR-14/WA-S NEG NEG | _NEG COMM | COMM | COMM | NEG | NBG | COMM | COMM | COMM | NG
[CC3-MRSA-IV. Lyon Clone/UK-2 NEG NEG | NEG CoMM | coMm | avs | NEG | NEG NEG
[CC8-MRSA-1V, UK-6 NEG NEG AMB NEG NEG NEG
(CCS-MRSAIV, USAS00 NEG NEG__|__NEG NEG | NEG NEG
[ST8-MRSA-IV [PVL/ACME+], USA300 NEG NEG NEG NEG NEG NEG
[ST8-MRSA-IV [PVL+], USA300 NEG NEG | _NEG AMB__ | NEG | NEG NEG
ICCS-MRSA-LV [PVLisedJriklgr] NEG NEG | _NEG NEG | NEG NEG
[CC8-MRSA-IV [tst1/sec/sel+] NEG NEG AMB NEG NEG NEG
CCS-MRSA-V NEG NEG | __NEG NEG | NEG NEG
[CC8-MRSA-VIIT VAR VAR NEG VAR NEG NEG VAR AMB NEG NEG NEG
[ST8-MRSA-IIA/B/C/D/E, Irish AR13/14 NEG NEG NEG NEG NEG NEG NEG NEG NEG COMM COMM COMM NEG
[STS-MRSA, UK-12/13, Irish AR43 NEG NEG_|__NEG NEG | NEG NEG
[ST254-MRSA, Hannover EMRSA NEG NEG AMB NEG NEG NEG
[ST254-MRSA-TVIV. Hannover/UK-10 NEG NEG_ | _AvB NEG | NEG NEG
CCOMRSATV NEG | NEG NEG | NEG NEG
[CC12-MRSA, WA-59 NEG NEG NEG NEG AMB AMB NEG NEG NEG NEG
[CC12-MRSA-1V. NEG NEG NEG NEG AMB AMB NEG NEG NEG NEG
CC20MRSAY NEG_ | NEG AVB NEG | NEG NEG__|_NEG
[ST22-MRSA-IV, Barnim/UK-15 NEG NEG NEG NEG NEG NEG NEG
[ST23-MRSATV [ACME+] NEG__|_NEG NEG NEG__|__NEG NEG | NEG
[ST22-MRSA-IV [PVL+] NEG NEG NEG NEG NEG NEG NEG
ST22-MRSA-V NEG | NEG NEG NEG | _NEG NEG | NEG
[ST22-MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG NEG
ST36-MRSAIL, UK-16 NEG | NEG | NEG | NEG | NEG | COMM | COMM | NEG | NEG | ComM NEG
ST30-MRSA-IV [PVL+], Southwest Pacific Clone NEG | NBG | NEG | AMB | NEG NEG | __NEG NEG
ST30-MRSA-IV [tst1+] NEG NEG NEG NEG NEG NEG NEG NEG
[CC30-MRSA-V [PVL+] NEG NE( NEG NEG _NEE NEG NEG NEG
[ST45-MRSATL, USAGDD NE NEG | _NEG NEG NEG | NEG AMB__|NEG
[ST45-MRSA-IV, Berlin EMRSA NE( NEG NEG NEG NEG NEG NEG NEG
(CC45-MRSA-IV [ACME+] NE NEG | _NEG NEG NEG | NEG AMB__| NEG
[ST45-MRSA-V, WA-4 NEG NEG NEG NEG NEG NEG AMB NEG
[CC45/agr IV-MRSA-IV, WA-23 NEG NEG NEG NEG NEG NEG NEG NEG
CCaS/agr IV-MRSA-V NEG | NEG | NEG | NEG | COMM | COMM | NEG | NEG | ComM NEG | NEG
CC4S/agr TV-MRSA-IVIV NEG | NEG | NEG | NEG NEG_| NEG NEG | NEG
[CC59-MRSA-IV [PVL+], USA1000 NEG NEG NEG NEG COMM COMM NEG NEG NEG NEG NEG
[ST59-MRSA-IV, WA-73 NEG NEG NEG AMB NEG NEG NEG NEG NEG NEG
ST7-MRSATV. WA-24 NEG | NEG | NEG NEG NEG | _NEG | NEG NEG | NEG
[STSS-MRSA-IV [PVL+], WA-S5/56 NEG | NEG | NEG | AMB | NEG NEG | AMB | NEG NEG | NEG
[STS9/ST952-MRSA-V(T) [PVL+], Taiwan Clone NEG | NEG | NEG NEG NEG | Avp | NEG NEG | NEG
[ST59-MRSA-V NEG NEG NEG NEG NEG AMB NEG NEG NEG
CCS0-MRSA-V [PVL+] NEG | NBG | NEG | NEG | NEG NEG | _NEG | NEG NEG | NEG
[STS9-MRSA-IV/V, WA-15 NEG NEG NEG NEG NEG AMB NEG NEG NEG
[ST72-MRSA-1V, USA700 NEG NEG AMB NEG NEG NEG NEG
[ST73-MRSATY [PVLA, WA-H NEG | NEG NEG NEG NEG | NEG
CCTEMRSATY NEG | NEG | NEG | NEG | NEG AMB | NEG | NEG NEG | NEG | NEG | NEG
ST883-MRSA-1V, WA-47 AMB AMB NEG NEG AMB NEG AMB NEG NEG AMB AMB AMB NEG NEG
[ST1303-MRSA-IV. NEG NEG AMB NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
CCB0-MRSATY NEG NEG [ NEG NEG | _NEG NEG
[CCB0-MRSA-V [PVL+]. European Clone NEG NEG | NEG CoMM | coMm | NEG | NEG | ComM NEG
[CC88-MRSA-1V, WA-2 NEG NEG NEG NEG NEG NEG
[CC88-MRSA-IV [PVL+] NEG NEG AMB NEG NEG NEG NEG
CCB8-MRSA-V [PVL+] NEG_|_NEG NEG__|__NEG NEG | NEG
[CC88-MRSA-VI NEG NEG NEG NEG NEG NEG
[STo3-MRSA-IV [PVL] NEG NEG | NEG | NEG AMB_ | NEG | NEG NEG | NEG
[ST93-MRSATV [PVL+], Queensland Clone NEG NEG | NEG | NEG NEG | _NEG NEG | NEG
STO3-MRSA-V [PVL+] NEG NEG | NEG | NEG NEG | NEG NEG | NEG
[CC97-MRSA-1V, WA-54 NEG NEG AMB VAR VAR NEG VAR NEG NEG NEG
[CC97-MRSA-V NEG NEG NEG NEG NEG NEG
[CC97-MRSA-V [ACME+] NEG NEG NEG NEG NEG NEG
[CC97-MRSA-I/V NEG NEG AMB NEG NEG NEG NEG
[CC121-MRSA-V, WA-22 NEG NEG NEG NEG NEG NEG NEG NEG
CCISZMRSASY [PVL+] NEG | NEG | NEG | NEG | NEG | NEG | NEG NEG | _NEG NEG | NEG
[ST154-MRSA [PVL+] NEG NEG AMB NEG NEG NEG NEG
[ST188-MRSA-IV, WA-38/78 NEG NEG AMB NEG NEG NEG NEG
STI85-MRSA-V NEG NEG | AvB | NEG NEG NEG NEG
[ST239-MRSA-ITT NEG NEG NEG NEG NEG NEG
[CC361-MRSA-IV, WA-29 NEG NEG NEG AMB NEG NEG NEG NEG
[CC361-MRSA-V NEG NEG NEG NEG NEG NEG NEG
[CC361-MRSA-VIII, WA-28 NEG NEG NEG NEG NEG NEG NEG NEG
CC395-MRSATY NEG | NEG | Avb | AMB | NEG NEG | NEG | NEG NEG | NEG
[ST398-MRSA-V. NEG I NEG AMB AMB NEG NEG NEG NEG NEG NEG
ST398-MRSA-V [PVL+] NEG | NEG | NEG | NEG | NEG NEG | NEG | NEG NEG | NEG
CCS09/ST207-MRSA-V NEG NEG__|_NEG NEG | NEG | NEG | NEG | NEG NEG | NEG
[ST573-MRSA-V, WA-10 NEG NEG NEG NEG NEG NEG NEG
T772-MRSA-V [PVL+], WA-60/Bengal Bay Clone NEG NEG AMB NEG NEG NEG NEG
T779-MRSA NEG NEG NEG AMB AMB AMB NEG NEG NEG
T834-MRSA-IV, WA-13 NEG NEG AMB NEG NEG NEG
CCOT3-MRSATY NEG | NEG NEG NEG | _NEG NEG__|_NEG
[STI774-MRSA-IV ACME] NEG NEG | NEG | NEG NEG NEG NEG
CC15-MSSA COMM COMM NEG COMM NEG NEG NEG NEG NEG
[ST426-MSSA

Legend:
Positive

Ambiguous AMB
Negative : NEG
Rare (in >0 10 33% of isolates) RARE
Variable (in >33 to 66% of isolates) VAR
Common (in >66 to <100% of isolates) :  [[NCOMM



TYPE I RESTRICTION-MODIFICATION SYSTEM, SINGLE SEQUENCE SPECIFICITY PROTEIN

hsdS3
hsdS1 | nsds2 | hsds2 | hsdS2 | nsdS2 [anomerman| PS9S3 | peas3 | BSdS3 ) heqq3

hsdSx hsdSx
(RF122) | o1s518) | Mwzeare) | (RF122) | vimsazsy) | Reizze ‘sm:* (MuS0+ N315) M‘f::gz] ~rsazs | (cc2s) | (cc1s) hsdSx (etd)
'MRSA252)

[CCI-MRSA-IV [PVL], WA-1/57
[CCI-MRSA-IV [PVL+], USA400
[CCI-MRSA-TV/SCCrus [PVL]
[CCI-MRSA-IV/SCCrus [PVL+]
[CCI-MRSA-V [PVL+]
[CCI-MRSA-V/SCCfus [PVL]
‘CI-MRSA-V/SCCrus [PVL+]
T228-MRSAL, South G
T5-MRSA-I, Geraldine Clone
CC5-MRSA-Ivar., WA-18/21/48
CC5-MRSA-IL, Rhine-Hesse /UK-3
[CC5-MRSA-II [ACME+]
[CCs-MRSA-IIT
[CC5-MRSA-1IV, Pacdiatric clone
[CC5-MRSA-IV [PVL+]
[CC5-MRSAY
[CC5-MRSA-V [PVL+]
[CC5-MRSA-V1, New Pacdiatric Clone
[ST5-MRSA-VII (SCC-JCSC6082)
[CC5-MRSA-IVvar, Maltese Clone
[CC5-MRSA-SCC(MRSAZH47)
[CC5-MRSA-TIV/VI
[CC5-MRSA-IV/SCCrus
[CCS/ST835-MRSA, WA-40/46
[ST6-MRSATV, WA-51

[ST6-MRSA-V

[CCTMRSATV

[CCT-MRSA-V
[ST250-MRSA-L, Early/Ancestral MRSA
[ST247-MRSA-1, North MRSA
L UK-14/WA-5
[CC8-MRSA-IV, Lyon Clone/UK-2
L UK-6

V, USA500
PVL/ACME+], USA300
[ST8-MRSA-IV [PVL+], USA300
V Lised/j/r/k/q+]

T8-MRSA-ITA/B/C/D/E, Irish AR13/14
T8-MRSA, UK-12/13, Irish AR43
T254-MRSA, Hannover EMRSA
[ST254-MRSA-1V/V, Hannover/UK-10
[CC9-MRSA-IV

[CC12-MRSA, WA-59

[ST22 MRSA-V [PVL+]

ST36-MRSA-II, UK-16

[ST30-MRSA-IV [PVL+], Southwest Pacific Clone

[ST30-MRSA-IV [tst1+]

[CC30-MRSA-V [PVL+]

[ST45-MRSA-IV, Berlin EMRSA

[CC45-MRSA-IV [ACME+]

[ST45-MRSA-V, WA-4

[CCas/agr IV-MRSA-IV, WA-23

[CCas/agr IV-MRSA-V

[CC45/agr IV-MRSA-IV/V.

[CC59-MRSA-IV [PVL+], USA1000

[STS9-MRSA-TV, WA-73

[STS7-MRSA-TV, WA24

[STS9-MRSA-IV [PVL+], WA-55/56

T59/ST952-MRSA-V(T) [PVL+], Taiwan Clone

T59-MRSA-V.

C59-MRSA-V [PVL+]

[STSOMRSATV/V, WA-15
T72-MRSA-TV, USAT00

[ST72-MRSA-IV [PVL+], WA-44

=
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M
AMB

M
M

=z
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[PVL+], European Clone
TWA2
[PVL+]

PVL]
[ST93-MRSA-IV [PVL+], Queensland Clone
[STO3 MRSA-V [PVL+]
[CCO7-MRSA-IV, WA-54
[CCO7-MRSA-Y
[CCY7-MRSA-V [ACME+]
[CCO-MRSA-IV
[CC121-MRSA-V, WA-22
‘CI52-MRSA-V [PVL+]
[STIS-MRSA [P
[ST188-MRSA-1V, WA-38/78
[ST188-MRSA-V
T239-MRSAIIT
[CC361-MRSATV, WA29
[CC361-MRSA-V
[CC361-MRSA-VIIL, WA 28
[CC398-MRSA-TV

“

‘

:
:

:
:
:

-MRSA-V

[ST573-MRSA-V, WA-10

[ST772-MRSA-V [PVL+], WA-60/Bengal Bay Clone
[ST779-MRSA

[ST834-MRSA-IV, WA-13
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[CC15-MSSA
[ST426-MSSA

Legend:

Positive :

Ambiguous :

Negative :

Rare (in >0 10 33% of isolates) :
Variable (in >33 to 6% of isolates) :
Common (in >66 to <100% of isolates) :



IMMUNODOMI- DEFENSIN TRANSFERRIN BINDING PUTATIVE
S SCNEESE NANT ANTIGEN B RESISTANCE PROTEIN TRANSPORTER MSCEREEOUSCRAES
hysAl e hysA2
yS. hysA2 .
hysAl 122)andior | NYSAZ coLs | (Other than s s isaB mprF mprF . isdA. isdA ImrP ImrP
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CCL-MRSAIV [PVL-], WA-1/57 NEG NEG NEG NEG AMB AMB NEG NEG NEG
CCI-MRSA-IV [PVL+], USA400 NEG NEG NEG NEG AMB AMB NEG NEG NEG
CCI-MRSA-TV/SCCfus [PVL-] NEG NEG NEG NEG AMB AMB NEG NEG NEG
[CC1-MRSA-IV/SCCfus [PVL+] NEG NEG NEG NEG AMB AMB NEG NEG AMB NEG
CCI-MRSA-V [PVL+] NEG NEG NEG AMB AMB AMB NEG NEG NEG
[CCI-MRSA-V/SCCrus [PVL-] NEG NEG NEG AMB AMB AMB NEG NEG NEG
[CC1-MRSA-V/SCCfus [PVL+] NEG NEG NEG AMB AMB AMB NEG NEG NEG
[ST228-MRSA-T, South G fan MRSA NEG NEG AMB NEG NEG AMB AMB NEG NEG NEG
[ST5-MRSA-L, Geraldine Clone NEG NEG NEG NEG AMB AMB NEG NEG NEG
|CC5-MRSA-Ivar., WA-18/21/48 NEG NEG NEG NEG AMB AMB NEG NEG NEG
[CC5-MRSA-II, Rhine-Hesse /UK-3 NEG NEG NEG NEG AMB AMB NEG NEG NEG
[CC5-MRSA-II [ACME+] NEG NEG NEG NEG AMB AMB AMB NEG NEG AMB
[CC5-MRSA-III NEG NEG NEG NEG AMB AMB NEG NEG NEG
[CC5-MRSA-IV, Pacdiatric clone NEG NEG NEG NEG AMB AMB NEG NEG NEG
[CC5-MRSA-IV [PVL+] NEG NEG AMB NEG NEG AMB AMB NEG NEG NEG NEG
[CC5-MRSA-V NEG NEG NEG NEG AMB AMB NEG NEG NEG
[CC5-MRSA-V [PVL+] NEG NEG NEG NEG AMB AMB NEG NEG NEG
[CC5-MRSA-VI, New Paediatric Clone NEG NEG NEG NEG AMB AMB NEG NEG NEG
[ST5-MRSA-VII (SCC-JCSC6082) NEG NEG NEG NEG AMB NEG NEG NEG NEG
[CC5-MRSA-IVvar, Maltese Clone NEG NEG NEG NEG AMB AMB NEG NEG NEG NEG
|CC5-MRSA-SCC(MRSAZH47) NEG NEG NEG NEG AMB AMB NEG NEG NEG
[CC5-MRSA-TV/VI NEG NEG AMB NEG NEG AMB AMB NEG NEG NEG
[CC5-MRSA-IV/SCClus NEG NEG AMB NEG NEG AMB AMB NEG NEG NEG NEG
[CCS/ST835-MRSA, WA-40/46 NEG NEG NEG NEG AMB AMB NEG NEG NEG
[STe-MRSATY, WAST NEG NEG NEG NEG NEG AMB AMB NEG NEG AMB
[ST6-MRSA-V NEG NEG NEG NEG NEG AMB AMB AMB
[CCT-MRSA-IV NEG NEG NEG NEG NEG AMB AMB NEG
[CC7-MRSA-V NEG NEG NEG NEG NEG AMB AMB NEG
[ST250-MRSA-1, Early/Ancestral MRSA NEG NEG NEG AMB AMB NEG
[ST247-MRSA-I, North G ian MRSA NEG NEG NEG AMB AMB NEG
[CC8-MRSA-IV, UK-14/WA-5 NEG NEG NEG AMB AMB NEG
[CC8-MRSA-IV, Lyon Clone/UK-2 NEG NEG NEG AMB AMB NEG
CC3-MRSAIV, UK-6 NEG NEG AMB AMB AMB NEG
[CC8-MRSA-IV, USAS00 NEG NEG NEG AMB AMB NEG
[ST8-MRSA-TV [PVL/ACME+], USA300 NEG NEG NEG AMB AMB NEG
[ST8-MRSA-IV [PVL+], USA300 NEG NEG NEG AMB NEG NEG
[CC8-MRSA-IV [PVL/sed/j/r/k/q+] NEG NEG NEG AMB AMB AMB
[CCB-MRSA-IV [tstl/seclsel+] NEG NEG NEG AMB AMB AMB
[CC8-MRSA-V NEG AMB NEG NEG AMB AMB NEG
[CC8-MRSA-VIIT NEG AMB NEG NEG AMB NEG NEG
[ST8-MRSA-TIA/B/C/D/E, Irish AR13/14 NEG AMB NEG NEG AMB AMB NEG
[ST8-MRSA, UK-12/13, Irish AR43 NEG NEG AMB AMB AMB NEG
[ST254-MRSA, Hannover EMRSA NEG NEG NEG AMB AMB NEG
[ST254-MRSA-1V/V, Hannover/UK-10 NEG NEG NEG AMB AMB NEG
[CCY-MRS; NEG NEG NEG NEG NEG AMB AMB NEG
[CC12-MRSA, WA-59 NEG NEG NEG NEG NEG AMB NEG NEG
[CC12-MRSA-IV. NEG NEG NEG NEG NEG AMB AMB NEG
[CC20-MRSA-V. NEG NEG NEG NEG NEG AMB AMB NEG
[ST22-MRSAIV, Baraim/UK-15 NEG NEG NEG NEG AMB NEG AMB NEG
[ST22-MRSA-IV [ACME+] NEG NEG AMB NEG NEG AMB NEG
[ST22-MRSA-IV [PVL+] NEG NEG NEG NEG AMB NEG AMB NEG
[ST22-MRSA-V NEG NEG AMB NEG AMB NEG AMB NEG
[ST22-MRSA-V [PVL+] NEG NEG NEG NEG AMB NEG AMB NEG
[ST36-MRSAIL, UK-16 NEG NEG AMB NEG
[ST30-MRSA-IV [PVL+], Southwest Pacific Clone NEG NEG AMB NEG
[ST30-MRSA-IV [tst1+] NEG AMB NE AMB NEG
[CC30-MRSA-V [PVL+] NEG NE AMB NEG
[ST45-MRSA-II, USA600 NEG NEG AMB NEG NEG NE NEG AMB AMB
[ST45-MRSA-IV, Berlin EMRSA NEG NEG NEG NEG AMB NEG NE NEG AMB AMB NE NEG NEG COMM
[CC45-MRSA-1V [ACME+] NEG NEG NEG NEG NEG NEG AMB NEG NEG NEG
[ST45-MRSA-V, WA-4 NEG NEG AMB NEG NEG NEG NEG NEG NEG NEG
(CC45/agr IV-MRSA-IV, WA-23 NEG NEG AMB NEG NEG NEG AMB AMB NEG NEG NEG
[CC45/agr IV-MRSA-V. NEG AMB AMB NEG AMB AMB AMB NEG NEG AMB
[CC45/agr IV-MRSA-TV/V NEG AMB AMB NEG NEG NEG AMB NEG NEG AMB
[CC59-MRSA-IV [PVL+], USA1000 NEG NEG AMB NEG NEG NEG AMB NEG NEG NEG NEG NEG
[ST59-MRSA-IV, WA-73 NEG NEG NEG NEG NEG AMB AMB NEG NEG NEG AMB NEG
[ST87-MRSA-IV, WA-24 NEG NEG AMB NEG NEG NEG AMB NEG NEG NEG NEG NEG
[ST59-MRSA-IV [PVL+], WA-55/56 NEG NEG AMB NEG NEG AMB AMB AMB NEG NEG AMB NEG
[ST59/ST952-MRSA-V(T) [PVL+], Taiwan Clone NEG NEG AMB NEG NEG NEG AMB AMB NEG NEG AMB NEG
[ST59-MRSA-V NEG NEG AMB NEG NEG NEG AMB NEG NEG NEG NEG NEG
[CC59-MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[STS9-MRSA-IV/V, WA-15 NEG NEG AMB NEG NEG NEG AMB NEG NEG NEG NEG NEG
[ST72-MRSA-IV, USA700 NEG NEG NEG NEG AMB AMB NEG NEG NEG NEG
[ST72-MRSA-IV [PVL+], WA-44 NEG NEG AMB NEG AMB AMB AMB NEG NEG NEG NEG
[CC75-MRSA-IV AMB AMB NEG NEG NEG NEG AMB AMB NEG NEG NEG NEG NEG NEG AMB
ST883-MRSA-1V, WA-47 NEG AMB NEG NEG NEG NEG AMB AMB NEG NEG I NEG AMB NEG NEG NEG NEG
[ST1303-MRSA-IV NEG NEG NEG NEG NEG NEG AMB AMB NEG NEG NEG NEG NEG NEG AMB
[CC80-MRSA-IV. NEG NEG NEG NEG NEG AMB AMB NEG NEG NEG NEG NEG
[CC80-MRSA-1V [PVL+], European Clone NEG NEG AMB NEG NEG AMB AMB NEG NEG NEG NEG NEG
[CC83-MRSA-1V, WA-2 NEG NEG NEG NEG AMB AMB NEG NEG NEG NEG NEG
[CC88-MRSA-IV [PVL+] NEG NEG NEG NEG AMB AMB NEG NEG NEG NEG NEG
[CC88-MRSA-V [PVL+] NEG NEG NEG AMB AMB AMB NEG NEG NEG NEG NEG
[CC88-MRSA-VI NEG NEG NEG NEG AMB AMB NEG NEG NEG AMB NEG
ST93-MRSA-IV [PVL-] NEG NEG NEG NEG AMB NEG NEG NEG NEG NEG NEG
[ST93-MRSA-IV [PVL+], Queensland Clone NEG NEG NEG AMB AMB NEG NEG NEG NEG NEG NEG
[ST93-MRSA-V [PVL+] NEG NEG NEG AMB AMB NEG NEG NEG NEG NEG
[CC97-MRSA-1V, WA-54 NEG NEG NEG NEG NEG AMB NEG NEG NEG NEG NEG
[CC97-MRSA-V NEG NEG NEG NEG NEG AMB AMB NEG NEG NEG NEG NEG
[CCO7-MRSA-V [ACME+] NEG NEG NEG NEG NEG AMB AMB NEG NEG NEG AMB AMB
[CCO7-MRSA-TIV NEG NEG NEG NEG NEG AMB AMB NEG NEG NEG AMB
[CCI21-MRSA-V, WA-22 NEG NEG NEG NEG AMB AMB NEG NEG NEG NEG
[CC152-MRSA-V [PVL+] NEG AMB NEG NEG AMB AMB NEG NEG NEG NEG NEG NEG NEG
[ST154-MRSA [PVL+] NEG NEG NEG AMB AMB NEG NEG NEG NEG NEG
[ST188-MRSA-1V, WA-38/78 NEG NEG NEG NEG AMB AMB AMB NEG NEG NEG NEG
[ST188-MRSA-V NEG NEG NEG AMB AMB AMB AMB NEG NEG NEG
[ST239-MRSA-IIL NEG NEG NEG NEG AMB NEG NEG NEG NEG
[CC361-MRSA-IV, WA-29 NEG NEG NEG AMB AMB NEG NEG NEG NEG
[CC361-MRSA-V NEG NEG NEG AMB AMB NEG NEG NEG NEG
|CC361-MRSA-VIIL, WA-28 NEG AMB NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CC398-MRSA-IV NEG NEG NEG AMB NEG NEG NEG AMB NEG NEG NEG NEG
[ST398-MRSA-V NEG NEG NEG AMB NEG NEG AMB NEG NEG NEG NEG NEG
IST398-MRSA-V [PVL+] NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[CC509/ST207-MRSA-V NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG NEG
[STS73-MRSA-V, WA-10 NEG NEG NEG NEG AMB AMB NEG NEG NEG NEG
T772-MRSA-V [PVL+], WA-60/Bengal Bay Clone NEG NEG NEG AMB AMB AMB NEG NEG NEG NEG
T779-MRSA NEG NEG AMB NEG NEG AMB AMB NEG NEG NEG NEG NEG
T834-MRSA-IV, WA-13 NEG NEG NEG NEG NEG AMB AMB NEG NEG NEG NEG NEG
CC913-MRSA-1V NEG NEG NEG NEG NEG NEG NEG NEG NEG
[ST1774-MRSA-IV [ACME+] NEG NEG NEG NEG NEG AMB AMB NEG NEG AMB NEG
[CCI5-MSSA NEG NEG AMB AMB AMB NEG NEG NEG NEG
[STa26-MSSA

Legend:
Positive

Ambiguous AMB
Negative : NEG
Rare (in >0 10 33% of isolates) RARE
Variable (in >33 to 66% of isolates) VAR
Common (in >66 to <100% of isolates) :  [[NCOMM



