Supplementary Table S1. P value of difference in JMJD2B mRNA expression in ER-positive and ER-negative breast cancers in 19 ONCOMINE studies.

	Study ID
	n (ER-)
	n (ER+)
	P value
	Study Name
	Reference

	1
	77
	209
	3.5E-22
	Wang_Breast
	1

	2
	42
	57
	7.3E-17
	Minn_Breast_2
	2

	3
	51
	82
	8.4E-17
	Hess_Breast
	3

	4
	64
	134
	4.1E-16
	Desmedt_Breast
	4

	5
	34
	211
	6.9E-13
	Ivshina_Breast
	5

	6
	34
	213
	2.9E-12
	Miller_Breast
	6

	7
	43
	75
	1.5E-11
	Chin_Breast
	7

	8
	11
	24
	2.1E-10
	Zhao_Breast
	8

	9
	28
	27
	1.5E-09
	Ginestier_Breast
	9

	10
	34
	85
	2.2E-09
	Sotiriou_Breast_3
	10

	11
	60
	45
	5.6E-09
	Saal_Breast
	11

	12
	39
	57
	5.0E-08
	Yu-Breast_3
	12

	13
	48
	110
	7.6E-06
	Bild_Breast
	13

	14
	24
	15
	2.9E-05
	Richardson_Breast_2
	14

	15
	9
	26
	4.6E-03
	Perou_Breast
	15

	16
	18
	56
	1.1E-02
	Sorlie_Breast
	16

	17
	7
	30
	1.2E-02
	Pollack_Breast_2
	17

	18
	3
	7
	1.3E-01
	Turashvili_Breast
	18

	19
	5
	18
	6.8E-01
	Ma-Breast
	19


Study name as defined in ONCOMINE.
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