Figure S1

MS/MS spectra of peptides identified in the 2-D gel electrophoresis spots as PrP tryptic peptides

Sequences identified using the Mascot search engine:
209-220: VWVEQMCITQYER

209-220: VVEQMoxCITQYER

137-148: PIIHFGSDYEDR

157-164: YPNQVYYR

221-228: ESQAYYQR

121-136: VVGGLGGYMLGSAMOXSR
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M=1554.8 Da. MS/MS from 778.4 (2+)



(I94-- - ——r
m (OT)h - —
>
o .
= il
O ONA-- -~ -~ - - p—)
3 (O~ g3xh= =
o I
L

fA- —

3 BN~ gy ——
T

@0 (gyfi- === =

I

O 50n3

(9)A -l

—

-

R

9~ PR e —
E

. =

BB oroh- =3

E

3

Iu._l

G A =
E

hw.

(h-—1

E

L

1400

1200

1000

800

600

400

200

M=1570.7 Da. MS/MS from 786.4 (2+)
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M=1447.7 Da. MS/MS from 724.8 (2+)
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M=1101.5 Da. MS/MS from 551.8 (2+)
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M=1043.5 Da. MS/MS from 522.7 (2+)
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M=1569.7 Da. MS/MS from 785.8 (2+)



