Allele
Reference Consensus Variation Allele variation # of Allele Depth Gene Product Amino Acid  Amino Acid polarity
position position type Reference variation frequency variations Coverage Locus name Change and charge change

DNA packaging

542 536 SNP C T 98.4 127 129  nut protein

22375 22370 . 24 orf-194 Ser135Gly
polar,
uncharged:nonpolar

23773 23768 66.7 2 3 ead7 ead7 GIn49Pro hydrophobic

30862 30857 64.3/35.7 18/10 28 xis Excisionase Ser55Gly

31966 31961 99.5 192 193 Xis Excisionase Asp21Glu -

polar acidic:polar
37870 37865 50.0/50.0 11 2 cl repressor Glu24Gly uncharged

46430 46425 99.7 337 338 - -

bor protein polar, uncharged:polar
46464 46459 100 180 180 bor precursor GIn97Lys basic

138 133 97.3 36 37 -

37619 37614 53.4/37.5 47/33 88 cl repressor frameshift




