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	Name
	Alias
	Sub-Complex
	Comments
	Motifs/Domains
	References

	Nop1
	Fib/Lot3
	Box C/D
	2'-O-methyltransferase
	N-term GAR domain; C-term fibrillarin domain
	
 ADDIN EN.CITE 
[1-2]


	Nop56
	Sik1
	Box C/D
	KKE/D repeats
	N-term NOP5NT domain; central NOSIC and NOP domains;

C-term CC and RNA Pol I Site
	[3]

	Nop58
	Nop5
	Box C/D
	KKE/D repeats
	N-term NOP5NT domain; central NOSIC domain; 
C-term CC and RNA Pol I Site
	[4]

	Snu13
	
	Box C/D
	binds to the helix-bulge-helix (K-turn) motifs of U3 snoRNA; also part of the U4/U6-U5 tri-snRNP
	N-term ribosomal L7Ae domain
	
 ADDIN EN.CITE 
[5]


	Rrp9
	
	U3 snoRNP
	binds to the B/C motif of U3 snoRNA
	N-term CC; five WD40 repeat motifs
	
 ADDIN EN.CITE 
[6-7]


	Imp3
	
	Mpp10
	
	C-term S4 RBD
	
 ADDIN EN.CITE 
[8]


	Imp4
	
	Mpp10
	contains a (70-like motif
	N-term CC; C-term BRIX domain
	
 ADDIN EN.CITE 
[8]


	Mpp10
	
	Mpp10
	associated with the hinge region of U3 snoRNA
	central CC
	
 ADDIN EN.CITE 
[9]


	t-Utp4
	
	UtpA
	
	three N-term WD40 repeats
	
 ADDIN EN.CITE 
[10-12]


	t-Utp5
	
	UtpA
	
	N-term WD40 repeat; C-term CC
	
 ADDIN EN.CITE 
[10-11]


	t-Utp8
	
	UtpA
	also involved in nuclear tRNA export
	Low-complexity regions; no known motifs or domains
	
 ADDIN EN.CITE 
[10-11,13]


	t-Utp9
	
	UtpA
	WD40 repeats
	Low-complexity regions; no known motifs or domains
	
 ADDIN EN.CITE 
[10-12]


	t-Utp10
	
	UtpA
	
	C-term BP28CT (NUC211) domain and HEAT repeats
	
 ADDIN EN.CITE 
[10-12]


	t-Utp15
	
	UtpA
	
	Six N-term WD40 repeats
	
 ADDIN EN.CITE 
[10-12]


	t-Utp17
	Nan1
	UtpA
	also part of RENT complex
	three WD40 repeats
	
 ADDIN EN.CITE 
[10-12]


	Pol5
	
	UtpA
	required for rRNA synthesis; not required for DNA replication
	N-terminal CC
	
 ADDIN EN.CITE 
[11-12,14]


	Utp1
	Pwp2
	UtpB
	β transducin family
	WD 40 repeats, C-term Pwp2 domain
	
 ADDIN EN.CITE 
[10,12,15-16]


	Utp6
	
	UtpB
	half-a-tetratricopeptide repeat motif [half-a-TPR (HAT)]
	N-term HAT motifs
	
 ADDIN EN.CITE 
[10,12,15-16]


	Utp12
	Dip2
	UtpB
	
	C-term Dip2 domain; central and C-term CC, WD40 repeats
	
 ADDIN EN.CITE 
[10,12,15-16]


	Utp13
	
	UtpB
	
	C-term CC and Utp13 domain
	
 ADDIN EN.CITE 
[10,12,15-16]


	Utp18
	
	UtpB
	
	WD40 repeats
	
 ADDIN EN.CITE 
[12,15-17]


	Utp21
	
	UtpB
	
	WD40 repeats, C-terminal Utp21 domain
	
 ADDIN EN.CITE 
[12,15-18]


	Rrp7
	
	UtpC
	Also part of the CURI complex
	Low-complexity regions; no known motifs or domains
	
 ADDIN EN.CITE 
[12,19-20]


	Utp22
	
	UtpC
	Also part of the CURI complex
	C-term NRAP domain
	
 ADDIN EN.CITE 
[12,17-18,20-21]


	Cka1
	
	UtpC
	Co-purifies with UtpC; α catalytic subunit of casein kinase 2; also part of the CURI complex; non-essential
	central STYKc domain
	
 ADDIN EN.CITE 
[12,20]


	Cka2
	
	UtpC
	Co-purifies with UtpC; α’ catalytic subunit of casein kinase 2; also part of the CURI complex; non-essential
	central STYKc domain
	
 ADDIN EN.CITE 
[12,20]


	Ckb1
	
	UtpC
	Co-purifies with UtpC; β regulatory subunit of casein kinase 2; also part of the CURI complex; non-essential
	central STYKc domain
	
 ADDIN EN.CITE 
[12,20]


	Ckb2
	
	UtpC
	Co-purifies with UtpC; β’ regulatory subunit of casein kinase 2; also part of the CURI complex; non-essential
	central Ck2β domain
	
 ADDIN EN.CITE 
[12,20]


	Rrp36
	
	UtpC?
	
	C-term CC and DUF947 domain
	
 ADDIN EN.CITE 
[22]


	Bms1
	
	Bms1/Rcl1
	GTPase, stimulated by Rcl1
	N-term GTP EFTu BD & AARP2CN domain; C-term DUF663 domain & CC
	
 ADDIN EN.CITE 
[23-24]


	Rcl1
	
	Bms1/Rcl1
	RNA terminal phosphate cyclase-like protein; 
stimulates Bms1
	RTC and RTC insert domains
	
 ADDIN EN.CITE 
[25]


	Utp2
	Nop14
	unclassified
	also involved in SSU nuclear export
	Multiple CC; Nop14 domain
	
 ADDIN EN.CITE 
[10,26-27]


	Utp3
	Sas10
	unclassified
	also involved in gene silencing
	Mutiple CC (N and C-term); central and C-term Utp3 domain
	
 ADDIN EN.CITE 
[10]


	Utp7
	Kre31
	unclassified
	adenylate binding site; kinetochore component

required for chromosome segregation
	WD40 repeats; C-term BING4CT domain
	
 ADDIN EN.CITE 
[10,28]


	Utp11
	
	unclassified
	
	C-term CC
	
 ADDIN EN.CITE 
[10]


	Utp14
	
	unclassified
	
	central CC; central and C-term Utp14 domain
	
 ADDIN EN.CITE 
[10]


	Utp16
	Bud21
	unclassified
	non-essential
	U3 snoRNA associated superfamily domain
	
 ADDIN EN.CITE 
[10]


	Noc4
	Utp19
	unclassified
	also involved in SSU nuclear export
	C-term CBF/Mak21 and NOC domains
	
 ADDIN EN.CITE 
[17,27]


	Utp20
	
	unclassified
	11 ARM repeats
	central DRIM domain, 2 C-term CCs
	
 ADDIN EN.CITE 
[17-18]


	Utp23
	
	unclassified
	PINc nuclease domain not required for function;
probable paralogue of Utp24
	central PINc domain
	[29]

	Utp24
	Fcf1
	unclassified
	putative SSU processome endonuclease; PINc nuclease domain required for function
	central and C-term PINc domain
	[29]

	Utp25
	
	unclassified
	DEAD-box helicase-like
	central and C-term DUF1253 domain
	
 ADDIN EN.CITE 
[30-32]


	Utp30


	
	unclassified


	non-essential


	Member of the ribosomal protein L1 superfamily
	[18]


	Dbp8


	
	unclassified
	DEAD-box helicase; stimulated by Esf2
	N-term DEAD-box domain; central CC and HELICc domain
	[33]

	Dhr1
	Ecm16
	unclassified
	DEAH-box helicase
	N-term low complexity; central DEAH and HELICc domains; 
C-term HA2 and DUF1605 domains
	
 ADDIN EN.CITE 
[33-34]


	Dhr2
	
	unclassified
	DEAH-box helicase
	N-term DEAD-box; central HELICc and HA2; C-term DUF1605 domain
	
 ADDIN EN.CITE 
[33-34]


	Emg1
	Nep1
	unclassified
	member of α/β knot fold methyltransferase (SPOUT) superfamily; interacts with RNA and with SAM; displays pseudouridine methyltransferase activity
	central and C-term Emg1 domain
	
 ADDIN EN.CITE 
[17,35]


	Krr1
	
	unclassified
	contains a KRR-R motif and a KH domain
	N-term KRR-R motif; central KH domain; C-term CC
	
 ADDIN EN.CITE 
[17,36]


	Rok1
	
	unclassified
	DEAD-box helicase
	central DEAD-box and HELICc domains
	[33]

	Rrp3
	
	unclassified
	DEAD-box helicase
	N-term CC; central DEAD; C-term HELICc domain
	[33]

	Rrp5
	
	unclassified
	binds single stranded tracts of U's; also participates 
in A3 cleavage in 5.8S rRNA processing
	12 N-term and central S1 motifs; C-term CC and 6 HAT motifs
	
 ADDIN EN.CITE 
[10,37]


	Sof1
	
	unclassified
	similar to β subunit of trimeric G-proteins
	2 N-term WD40 repeats; 2 central WD40s; C-term WD40 and Sof1 domain
	[38]

	Dbp4
	Hca4/Ecm24
	unknown
	DEAD-box helicase
	N-term DEAD box; central HELICc motif; C-terminal CC
	[39]

	Enp1
	Meg1
	unknown
	contains a Bystin domain
	N-term KKE/D; central Bystin and CC domains
	
 ADDIN EN.CITE 
[17,40]


	Esf1
	
	unknown
	
	N-term low complexity; central CC; C-term NUC153 motif and KKE/D repeats
	[41]

	Esf2
	Abt1
	unknown
	binds to RNA and stimulates ATPase activity of Dbp8
	N-term CC; central RRM; C-term CC
	
 ADDIN EN.CITE 
[42-43]


	Fal1
	
	unknown
	member of eIF4A subfamily of DEAD-box helicases
	central DEAD domain; C-term HELICc domain
	
 ADDIN EN.CITE 
[44]


	Fyv7
	
	unknown
	contains coiled-coil motifs; non-essential
	rRNA processing domain; central CC and KKE/D motifs
	
 ADDIN EN.CITE 
[21]


	Gno1
	Pxr1
	unknown
	also involved in snoRNA maturation
	N-term G-patch; central KKE/D and CC
	[45]

	Has1
	
	unknown
	DEAD-box helicase; also required for LSU synthesis
	N-term DEAD motif; central HELICc domain
	
 ADDIN EN.CITE 
[46]


	Kre33
	
	unknown
	putative N-acetyltransferase and ATPase domains
	N-term DUF1726; central DUF699 (putative ATPase); C-term CC 
	
 ADDIN EN.CITE 
[47-48]


	Lcp5
	
	unknown
	contains a Utp3 domain
	N-term Utp3 domain and CC; central and C-term low complexity regions
	
 ADDIN EN.CITE 
[49]


	Ltv1
	Ykl2
	unknown
	also required for SSU nuclear export; non-essential
	LTV1 domain; central CC; C-terminal CC
	
 ADDIN EN.CITE 
[50]


	Mrd1
	
	unknown
	contains 5 RNA-binding domains
	N-term RRM and CC; 2 central RRMs; C-term CC and 2 RRMs
	[51]

	Nop9
	
	unknown
	multiple pumilio-like RNA binding repeats
	3 N-term PUMs; 3 central PUMs; 2 C-term PUMs 
	[52]

	Nsr1
	She5
	unknown
	
	Central RRM and CC; C-term RRM and GAR motifs
	
 ADDIN EN.CITE 
[53-54]


	Pfa1
	Sqs1
	unknown
	stimulates Prp43; non-essential
	C-term R3H and G-patch domains
	
 ADDIN EN.CITE 
[55]


	Prp43
	JA1
	unknown
	DEAH-box helicase; also involved in mRNA splicing 

and LSU biosynthesis
	N-terminal helicase; central HELICc and HA2 domains; 
C-term  DUF1605 and 2 CCs
	[56]

	Sen1
	Cik3/Nrd2
	unknown
	Upf1-like helicase; also required for LSU synthesis
	N-term extension; central helicase and 2 CCs; C-term CC and extension
	[57]

	Sgd1
	
	unknown
	contains armadillo-type fold
	N-term CC; central MIF4G; C-term MA3 domains
	[48]

	Slx9
	
	unknown
	non-essential
	Low-complexity regions; no known motifs or domains
	[58]

	YGR251W
	
	unknown
	
	N-term DUF2702
	
 ADDIN EN.CITE 
[21]
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