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Figure S3. Number of L. pneumophila Phil-1 genes in Genbank covered by at least one read at each time point. 

Gene coverage was assessed at various read numbers by artificially decreasing the total number of mapped reads and recalculating the number of genes covered. This graph highlights that sufficient coverage was obtained in this analysis to detect even lowly expressed transcripts and all time points plateaued at approximately the same level highlighting that the number of genes expressed across time points was relatively consistent. Growth time points of L. pneumophila Phil-1 grown in BYE broth are t7 (E), t10 (LE) and t12 (PE). Growth time points of L. pneumophila Phil-1 inside of A. castellanii Neff are t11 (RP) and t14 (TP).
