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Supporting Information S8: The immune tree robustness
Robustness of the trees: to test the robustness of the trees we removed 50 random antigens from the dataset and re-created the trees. We than calculated the distance from all nodes to all others and subtracted from the original calculated distance (before removal of the random nodes), this process was repeated 100 times and plotted the results in Figure S10.
In addition, for each of these randomly “trimmed” trees, we also calculated the average distance between all the nodes (members) within each FIG and subtracted it from the original calculated distance (before removal of the random nodes). The results show very high conservation for the maternal IgM dataset (Figure S11A) and good conservation for the maternal IgG dataset (Figure S11B). 
