Table S2. Oligonucleotide sequences
	1.
	a41g-frwd*
	5’- AGAGGAGAAATTAACCATGGAATACCTATTGCCTACGGC-3’

	2.
	a41g-rev*
	5- GCCGTAGGCAATAGGTATTCCATGGTTAATTTCTCCTCT-3’

	3.
	pHOG_EcoRI_frwd
	5’-TAGCTCACTCATTAGGCACCC-3’

	4.
	scTCR_rev
	5’-TTTGGATCCAGCGGCCGC-3’

	5.
	pVII_EcoRV†
	5’-ATATGATATCAGAATGGAGCAGGTCGCGGATTTCG-3’

	6.
	pVII_NheI†
	5’-ATATGCTAGCTTATCATCTTTGACCCCCAGCGATTATACC-3’

	7.
	pIX_EcoRV‡
	5’-ATATGATATCAGAATGAGTGTTTTAGTGTATTCTTTCGCC-3’

	8.
	pIX_NheI‡
	5’-ATATGCTAGCTTATCATGAGGAAGTTTCCATTAAACGGG-3’


* QuikChange™ in vitro mutagenesis primers used to changing the first nucleotide in the second codon of the pelB ORF from A to G in pSEX81, thereby creating a new NcoI RE site. Following mutagenesis, the vector was NcoI digested, re-ligated and used as template in a second PCR retrieving the relevant part of the vector using the primer pair pHOG_EcoRI_frwd/scTCR_rev. This PCR fragment was then moved into the original pSEX81 on the compatible EcoRI/HindIII RE sites (Fig. 2) creating pSEX81L.
† PCR primer used to amplify the pVII ORF from M13K07.The primers were taggend with EcoRV/NheI RE sites and resulting PCR product moved into pSEX81and pSEX81L on the compatible RE sites (Fig. 2), creating pGALD7 and pGALD7L, respectively.
‡ PCR primer used to amplify the pIX ORF from M13K07. The primers were taggend with EcoRV/NheI RE sites and resulting PCR product moved into pSEX81and pSEX81L on the compatible RE sites (Fig. 2), creating pGALD9 and pGALD9L, respectively.
