Figure S1

GTl_score= 6.906 GTI_score= 6,309 GTl_score= 6.2
] ] (<] a " ® 0 4 i1 ° o
cancer nﬂn ng 3 ; a® ncnl e 84 Cancer - n‘@nn »n° nmﬂﬂdP s cancer nonﬁign“ﬂnn" o o :ﬂzn“ . 0g
g i %
g 8 b
F of oo oo
nomal 48 % gg}% o% o normal = n“ §nn§°|nn§nz S o f— n%% ﬂ,ﬂnﬁ.n; .
T T T T T T T T T T T T T T T
T 8 ] 10 11 7 ] '] 10 1 7 8 ] 10 1
EXPression expression EXprassion
GTl_score= 6,191 GTl_score= 6.19 GTl_score= 6,128
° 2 o oo T o o ® o o
o o
cancer | © gen.{-‘ngq’n o g%%0’8 cancer 4 %o nna - "-‘nﬂ'hnnn wero o 8 90§ 8gn 5 o 0,F oo
ﬁ % %
g ] ;
B 1] B
of 2 Boo T o -1
normal - & o o gfT o ) | o LI nemal 4 f "
a w0 ormal .@gﬂn 80 g 8 “ﬁ o ﬁ
T T T T T T T T T T T T T T T T T
70 75 B0 85 9D @5 100 105 7 ] 2 0 1 T 8 ] 10 1
ENPression expression exprassion
GTl_score=6.124 GTl_score= 6,124 GTl_score= 5927
og O P o o pad o & ) o
eancer -1 o o 69? W 0@ LALEN wancer | " n'."{;‘ "wa © od 8 o ncer 4 ° oo go_ g“n %0 oo D: @ °nn
! | %
8
B B B
oo gl o
14 o oF e o o o oo e 0@ 0
normal 4 © R P e nomal 4 © g =% o nomal | "o %° g, E:,-_, TP
T T T T T T T T T T T T T
7 8 9 10 1 T 3 g 10 7 ] g 10 1
EAPression expression eXpression
GTl_score= 5892 GTI_score= 5,826 GTI_score= 5,795
i 1B 8 gay O o & N o Pmpa g oo ® oo
cancer wf o Bo, o e '?gq,nn ] ancer o o P ﬂan 5, nno"EE £ . cancer - :nn n:n o e Bgg0 agnn s s
ﬁ % !
g ) ;
B I &
o -] o ' a op @
narmal nnn%ﬂ;nm%n‘%‘ normal a@%#ﬂ:& o nomal o S i Ty 0
T T T T T T T T T T T T T T
T 8 ] 10 " 7 8 g 0 7 & 2 10 1"
EXPression expression EXprassion

Fig. S1. Expression profiles of GTI top ranking genes from simulation study. Plots of expression values in each class, for 12 genes ranked highest by
the GTI statistic. Points have been jittered in the vertical direction, for clear viewing. Blue color refers normal and red is the cancer group. In the first
plot with GTI score = 6.906, it can be seen that the cancer group has a sub-population with expression above 9.



