Table S2.  Transcription factor binding sites on RORA and CYP19A1 genes
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RORA_ARbs-I ATCAAAAGGAACATTTGCTG chr15:59,314,304-59,314,323

RORA_ARbs-II AGGAGAACAGTAAGAAACTC chr15:59,310,855-59,310,874

RORA_ARbs-III TGCATCAAGAACATTACTAA chr15:59,310,557-59,310,576

RORA_ERbs-I AAAGGAAGGTTTGACCCATC chr15:59,318,256-59,318,275

RORA_ERbs-II CGGTGGGGTCATAATGGGTC chr15:59,314,497-59,314,516

RORA_ERbs-III AATTGATTCAGGTCATTATG chr15:59,310,925-59,310,944

RORA_ERbs-IV AACAAGCTAGGTCAATTGCA chr15:59,310,573-59,310,592

CYP19A1_RORAbsI CTGCCTCGAGGGTCACTGTC chr15:49,420,185-49,420,204

CYP19A1_RORAbsII ATCTGATTGTGGGTCATAAG chr15:49,418,286-49,418,305

CYP19A1_RORAbsIII TTCCAGAGGAGGTCATGCCC chr15:49,418,259-49,418,278
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		Name		Sequence (5'-->3')		Genomic Location

		RORA_ARbs-I		ATCAAAAGGAACATTTGCTG		chr15:59,314,304-59,314,323

		RORA_ARbs-II		AGGAGAACAGTAAGAAACTC		chr15:59,310,855-59,310,874

		RORA_ARbs-III		TGCATCAAGAACATTACTAA		chr15:59,310,557-59,310,576

		RORA_ERbs-I		AAAGGAAGGTTTGACCCATC		chr15:59,318,256-59,318,275

		RORA_ERbs-II		CGGTGGGGTCATAATGGGTC		chr15:59,314,497-59,314,516

		RORA_ERbs-III		AATTGATTCAGGTCATTATG		chr15:59,310,925-59,310,944

		RORA_ERbs-IV		AACAAGCTAGGTCAATTGCA		chr15:59,310,573-59,310,592

		CYP19A1_RORAbsI		CTGCCTCGAGGGTCACTGTC		chr15:49,420,185-49,420,204

		CYP19A1_RORAbsII		ATCTGATTGTGGGTCATAAG		chr15:49,418,286-49,418,305

		CYP19A1_RORAbsIII		TTCCAGAGGAGGTCATGCCC		chr15:49,418,259-49,418,278
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