Table S13

ID Indian WWTP Indian WWTP Indian WWTP Indian WWTP Indian WWTP Indian WWTP Swedish WWTP Swedish WWTP Total Gene/Element
Downstream 1 Downstream 2 Downstream 3 Discharge site Upstream 1 Upstream 2 Upstream Downstream

ARGENE100006 47 21 23 5 4 5 1 0 106 intll

ARGENE301609 1 1 2 6 5 2 0 0 17 1SSod9 (Tn3)

ARGENE301864 3 3 0 2 1 1 0 0 10 ISXax1 (1S256)

ARGENE302383 1 2 0 4 0 0 0 0 7 ISSba16 (1S30)

ARGENE300983 1 0 2 2 0 2 0 0 7 1S1071 (Tn3)

ARGENE301785 0 0 0 1 1 4 0 0 6 1S3000 (Tn3)

ARGENE301280 0 0 0 0 0 0 1 4 5 ISAz018 (IS3)

ARGENE300818 1 1 1 1 0 0 0 0 4 1S6100 (IS6)

ARGENE302333 1 0 0 1 0 1 0 1 4 ISSsp5 (1S21)

ARGENE300494 0 0 0 0 0 1 0 2 3 ISAzvi2 (1S110)

ARGENE301199 1 2 0 0 0 0 0 0 3 ISMsi3 (1S3)

ARGENE300023 1 0 0 0 1 1 0 0 3 ISThsp5 (1S21)

ARGENE300311 0 0 0 0 1 0 0 2 3 ISMex28 (IS5)

ARGENE302561 0 0 0 3 0 0 0 0 3 ISPpul2 (ISL3)

ARGENE302158 3 0 0 0 0 0 0 0

ISSse3 (I1S3)

ARGENE301675 0 0 0 2 0 1 0 0 1S1419 (1S481)

ARGENE300954 0 0 0 0 0 0 1 1 ISXau2 (IS3)

ARGENE300390 0 0 0 1 1 0 0 0 15881 (IS5)

ARGENE301282 0 0 0 0 0 0 1 1 ISAz010 (IS3)



ARGENE302128 1 0 0 0 0 1 0 0 2 ISXac3 (IS3)

ARGENE302286 0 0 0 0 0 0 0 2 2 ISAz09 (1S630)

ARGENE301084 0 0 0 0 0 0 1 1 2 ISMdi21 (IS5)

ARGENE302507 0 0 0 0 0 1 0 1 2 ISPosp7 (1S1380)

ARGENE300036 0 0 1 0 0 1 0 0 2 ISIlo12 (IS3)

ARGENE301767 0 0 0 0 1 0 0 1 2 ISSpma1 (IS3)

ARGENE300020 1 0 0 0 0 1 0 0 2 ISThsp2 (1S21)

ARGENE300597 0 0 0 0 0 0 0 2 2 ISPre3 (1S66)

ARGENE301086 0 0 0 0 1 1 0 0 2 1SMdi25 (1S30)

ARGENE302327 0 0 1 0 0 0 0 1 2 ISPpu22 (1S3)

ARGENE301965 1 0 0 0 0 1 0 0 2 ISPme1 (151380)

ARGENE302334 0 0 1 0 0 0 0 1 2 1SSsp2 (1S3)

ARGENE302537 1 0 0 0 0 1 0 0 2 ISEli1 (1S3)

ARGENE301956 1 0 0 0 0 1 0 0 2 ISPa29 (1S110)

ARGENE300795 0 0 0 0 1 1 0 0 2 ISUnCus3 (1S21)

ARGENE301122 0 1 0 0 0 1 0 0 2 ISDde1 (IS5)

ARGENE300551 0 0 0 2 0 0 0 0 2 1SGdi17 (1S21)

ARGENE302141 0 0 0 1 0 0 0 1 2 ISRs016 (IS3)

ARGENE302562 1 0 0 0 0 0 0 1 2 ISPpu19 (1S66)

ARGENE301914 0 0 0 0 0 2 0 1S53 (1S21)

ARGENE301717 0 0 0 0 2 0 0 ISPpa2 (IS5)



ARGENE301927 1 1 0 0 0 0 0 0 2 ISRme4 (1S21)

ARGENE301493 0 0 1 0 0 1 0 0 2 ISMex39 (1521)

ARGENE300289 0 1 0 0 0 0 1 0 ISAZo16 (1S21)

ARGENE301449 1 0 0 0 1 0 0 0 ISAz026 (1S91)

ARGENE300253 0 0 1 1 0 0 0 0 ISRme10 (IS30)

ARGENE100008 0 0 0 1 0 0 0 0 1 intl2

ARGENE302426 0 0 0 0 0 1 0 0 1 ISAli4 (1S3)

ARGENE300245 1 0 0 0 0 0 0 0 1 151491 (1S21)

ARGENE300669 0 0 0 0 0 0 0 1 1 ISThsp19 (1S21)

ARGENE301281 0 1 0 0 0 0 0 0 1 ISAz019 (IS66)

ARGENE301285 0 0 0 0 0 0 0 1 1 ISGurl1 (1S481)

ARGENE301754 0 0 0 0 0 1 0 0 1 ISPa32 (IS3)

ARGENE300933 0 1 0 0 0 0 0 0 1 ISDha13 (15200/1S605)

ARGENE300501 0 0 0 1 0 0 0 0 1 ISSpwil (IS3)

ARGENE301900 0 0 0 0 0 1 0 0 1 ISCausp1 (IS3)

ARGENE302287 0 1 0 0 0 0 0 0 1 IS53K (1S21)

ARGENE300015 0 0 0 0 1 0 0 0 1 ISThsp9 (Tn3)

ARGENE301749 0 0 0 0 0 0 0 1 1 ISStma5 (1S3)

ARGENE302248 0 0 0 1 0 0 0 0 1 ISAs2 (1S30)

ARGENE301644 1 0 0 0 0 0 0 0 1 ISAz034 (1S256)

ARGENE301510 0 0 0 0 1 0 0 0 151087 (IS3)



ARGENE300734 1 0 0 0 0 0 0 0 1 ISCsp1 (1S256)

ARGENE300912 0 1 0 0 0 0 0 0 1 ISWsu1 (IS3)

ARGENE301491 0 0 0 0 1 0 0 0 1 ISYps3 (Tn3)

ARGENE302277 0 0 0 1 0 0 0 0 1 1S1356 (1S256)

ARGENE302505 1 0 0 0 0 0 0 0 1 ISPosp5 (IS3)

ARGENE300354 0 0 0 0 1 0 0 0 1 ISRsp3 (1S21)

ARGENE300369 0 0 0 0 0 0 0 1 1 ISDsp1 (I1S3)

ARGENE301984 0 0 0 1 0 0 0 0 1 ISCARN78 (1S21)

ARGENE301504 0 1 0 0 0 0 0 0 1 ISEnfa200 (1S200/15605)

ARGENE302264 0 0 0 1 0 0 0 0 1 1S693 (1S66)

ARGENE300838 0 0 0 0 0 0 0 1 1 ISPa8 (IS5)

ARGENE300542 0 0 0 1 0 0 0 0 1 ISAac2 (IS5)

ARGENE300596 0 0 0 0 1 0 0 0 1 ISPre4 (1S21)

ARGENE300684 0 0 0 0 1 0 0 0 1 1SSso1 (1S110)

ARGENE301404 0 0 0 0 0 0 0 1 1 ISCARNA4S5 (1S256)

ARGENE301403 0 0 0 0 0 0 0 1 1 ISCARN44 (1S630)

ARGENE302078 0 0 0 0 1 0 0 0 1 ISXcal (IS3)

ARGENE301885 0 0 0 0 0 1 0 0 1 ISMex12 (1S110)

ARGENE302326 0 0 0 0 0 1 0 0 1 ISPpu21 (IS5)

ARGENE302450 0 0 0 0 0 1 0 0 1 151384 (IS5)

ARGENE300567 0 0 0 0 1 0 0 0 1SStma10 (1S630)



ARGENE300762 0 1 0 0 0 0 0 0 1 ISGNB1-1 (IS5)

ARGENE300785 0 0 1 0 0 0 0 0 1 151132 (1S256)

ARGENE302068 0 0 0 0 0 0 1 0 1 ISPIu2 (1S200/15605)

ARGENE301898 0 1 0 0 0 0 0 0 1 1S1246 (IS5)

ARGENE302193 0 0 0 0 0 1 0 0 ISApr9 (1S1380)

ARGENE300577 0 0 0 0 0 1 0 0 ISAs1 (ISAs1)

ARGENE300312 0 0 0 0 0 1 0 0 ISVme1 (1S66)

ARGENE300779 0 0 0 0 1 0 0 0 ISPst5 (IS5)

ARGENE301227 0 0 0 1 0 0 0 0 1 ISSusp2 (1S3)

ARGENE302052 0 0 0 0 1 0 0 0 1 ISPsy17 (1S256)

ARGENE301049 0 0 0 0 0 0 0 1 1 ISCARN20 (1S110)

ARGENE302231 1 0 0 0 0 0 0 0 1 ISPsy24 (1S3)

ARGENE300094 0 0 0 0 0 1 0 0 1 151395 (1S256)

ARGENE300548 1 0 0 0 0 0 0 0 1 1SGdi10 (15481)

ARGENE300327 0 0 0 0 0 0 1 0 1 ISOba3 (IS1)

ARGENE300949 0 0 0 1 0 0 0 0 1 ISBusp1 (Tn3)

ARGENE300417 0 0 1 0 0 0 0 0 1 ISAz041 (IS5)

ARGENE302229 0 0 1 0 0 0 0 0 1 ISPsy20 (1S21)

ARGENE301836 1 0 0 0 0 0 0 0 1 ISSpo4 (IS5)

ARGENE301332 1 0 0 0 0 0 0 0 1 1S1193D (ISL3)

ARGENE300552 1 0 0 0 0 0 0 0 1SGdi14 (IS3)




ARGENE301201 0 0 0 0 0 0 0 1 1 ISMsi5 (1S3)

ARGENE301069 1 0 0 0 0 0 0 0 1 ISPa16 (IS5)

ARGENE301849 0 0 0 0 0 0 0 1 1 ISCARNSO (1S110)

ARGENE302360 0 0 0 0 0 0 0 1 ISBcen3 (1S110)

ARGENE301825 1 0 0 0 0 0 0 0 ISGsu1 (1S4)

ARGENE300639 0 0 0 0 0 0 0 1 ISMrsp5 (1S66)

ARGENE300527 0 0 0 0 0 0 1 0 ISMsm2 (1S630)

ARGENE301852 0 0 0 0 0 1 0 0 1S66-1 (1S66)

ARGENE301451 0 0 0 0 0 1 0 0 1 ISAz020 (1S200/15605)

ARGENE300743 0 0 0 0 0 1 0 0 1 1S640 (1S21)

ARGENE301133 0 0 0 0 1 0 0 0 1 IS1F (1S1)

ARGENE300195 0 0 0 0 0 0 1 0 1 ISRs09 (IS5)

ARGENE300440 0 0 0 0 0 0 0 1 1 ISHar7 (1S3)

ARGENE301668 0 0 0 1 0 0 0 0 1 151413 (1S256)

ARGENE301267 0 0 0 1 0 0 0 0 1 ISGur15 (1S21)

ARGENE300846 0 0 0 0 0 1 0 0 1 ISRm7 (IS3)

ARGENE302161 0 0 0 0 0 1 0 0 1 ISPepr5 (1S21)

ARGENE302347 0 0 0 0 1 0 0 0 1 ISCARN33 (IS5)

ARGENE301146 0 0 0 1 0 0 0 0 1 1S17 (IS5)

ARGENE301347 1 0 0 0 0 0 0 0 1 IS-LL6 (I1S3)

ARGENE300616 0 0 0 0 0 0 0 1 ISXc5 (Tn3)




ARGENE301676 0 0 0 1 0 0 0 0 1 ISSau1 (1S30)

ARGENE300871 1 0 0 0 0 0 0 0 1 ISBcen17 (1S3)

ARGENE300875 0 0 0 0 0 0 1 0 1 ISBcen19 (1S66)

ARGENE300478 1 0 0 0 0 0 0 0 ISAtu3 (I1S3)

ARGENE301492 0 0 0 0 0 0 0 1 151311 (1S256)

ARGENE301202 0 0 0 0 0 1 0 0 ISMsi4 (1S3)

ARGENE301497 0 0 0 1 0 0 0 0 ISScel (1S1)

ARGENE302167 0 0 0 0 0 1 0 0 ISRssp8 (1S1380)

ARGENE301638 0 0 0 0 0 0 0 1 1 ISBmuz2 (IS5)

ARGENE302337 0 0 0 0 0 0 1 0 1 ISMcaz2 (1S3)

ARGENE300609 0 0 0 1 0 0 0 0 1 ISAbal (IS4)

ARGENE300603 0 0 0 1 0 0 0 0 1 ISGuré6 (1S3)

ARGENE300216 0 0 0 0 0 0 1 0 1 ISCARNG (15200/15605)

ARGENE300346 1 0 0 0 0 0 0 0 1 ISPen2 (IS3)

ARGENE302100 0 0 0 0 1 0 0 0 1 ISAnsp11 (IS3)

ARGENE301485 0 0 0 0 0 0 0 1 1 ISMex31 (1S110)

ARGENE302434 0 0 0 1 0 0 0 0 1 ISRpa2 (IS3)

ARGENE300076 0 0 0 0 1 0 0 0 1 ISBIma7 (ISAs1)

ARGENE300252 0 0 0 1 0 0 0 0 1 IS50R (1S4)

ARGENE300670 0 0 1 0 0 0 0 0 1 ISNieu2 (1S3)

It is known that the ISVsa3 insertion sequence contain an ISCR2 transposase and ARGENE400003 and ARGENE302403 may therefore correspond to the same mobile elements. Note, however, that the ISCR2
transposase (ARGENE400003) is detected based on the presence of the peptide sequence of the transposase and is therefore likely to represent other configurations than the ISVsa3 insertion sequence.




