Table S9. Relative abundances of taxonomic groups within the phylum Actinobacteria and within proteobacterial classes in the analyzed grassland soils. Values represent percentages of all sequences assigned to the domain Bacteria for all grassland soils or individual grassland soils. Groups labeled with asterisks could be assigned to the phylum level only.

	Phylogeneticgroup
	Relative abundance (%)

	
	Average
	Fertilized intensely managed grassland
	Fertilized mown pasture, horse and cattle
	Unfertilized pasture, sheep

	
	
	FUG1
	FUG2
	FUG3
	FMG4
	FMG5
	FMG6
	UPG7
	UPG8
	UPG9

	Actinobacteria
	19.625
	27.420
	29.796
	20.174
	10.722
	15.949
	24.374
	21.460
	16.167
	12.684

	  Actinobacteridae
	17.595
	26.322
	23.719
	14.497
	10.374
	15.451
	23.668
	16.106
	15.515
	12.281

	  Actinobacteria*
	1.728
	0.573
	5.387
	5.252
	0.282
	0.363
	0.555
	4.864
	0.367
	0.279

	  Rubrobacteridae
	0.281
	0.465
	0.686
	0.425
	0.062
	0.125
	0.135
	0.491
	0.234
	0.095

	  Acidimicrobidae
	0.015
	0.060
	0.000
	0.000
	0.003
	0.008
	0.015
	0.000
	0.016
	0.029

	  Coriobacteridae
	0.005
	0.000
	0.003
	0.000
	0.000
	0.003
	0.000
	0.000
	0.035
	0.000

	Alphaproteobacteria
	11.434
	8.321
	8.758
	8.930
	10.768
	10.862
	6.765
	8.830
	17.374
	19.636

	  Alphaproteobacteria*
	5.737
	2.726
	4.056
	3.849
	5.192
	4.581
	2.838
	3.936
	9.508
	12.850

	  Rhizobiales
	3.115
	3.817
	2.935
	2.173
	2.251
	3.245
	2.308
	2.457
	4.142
	4.158

	  Caulobacterales
	1.390
	0.824
	0.670
	1.314
	1.474
	1.539
	0.415
	1.117
	2.748
	2.145

	  Rhodospirillales
	0.816
	0.378
	0.756
	1.301
	1.684
	1.062
	0.909
	0.940
	0.359
	0.232

	  Rhodobacterales
	0.354
	0.559
	0.327
	0.259
	0.154
	0.419
	0.283
	0.351
	0.576
	0.226

	  Other
	0.022
	0.017
	0.012
	0.034
	0.013
	0.016
	0.013
	0.031
	0.041
	0.026

	Betaproteobacteria
	5.863
	7.504
	6.953
	7.272
	5.274
	5.595
	3.739
	6.408
	5.624
	5.584

	  Burkholderiales
	4.282
	6.553
	4.622
	4.257
	3.029
	4.125
	2.838
	3.894
	4.795
	4.658

	  Betaproteobacteria*
	1.465
	0.847
	2.011
	2.909
	1.979
	1.367
	0.825
	2.445
	0.818
	0.892

	  Other
	0.116
	0.104
	0.321
	0.106
	0.266
	0.103
	0.076
	0.068
	0.011
	0.034

	Gammaproteobacteria
	2.743
	2.032
	2.271
	3.934
	1.303
	2.967
	1.409
	4.751
	3.284
	3.339

	Gammaproteobacteria*  
	1.791
	1.122
	1.544
	2.717
	0.748
	2.143
	1.032
	3.479
	2.088
	1.758

	  Pseudomonadales
	0.631
	0.720
	0.524
	0.642
	0.371
	0.487
	0.224
	0.657
	0.628
	1.400

	  Other
	0.177
	0.137
	0.165
	0.374
	0.089
	0.143
	0.107
	0.434
	0.139
	0.129

	  Xanthomonadales
	0.143
	0.054
	0.038
	0.200
	0.095
	0.193
	0.046
	0.181
	0.429
	0.053

	Deltaproteobacteria
	2.387
	0.583
	4.158
	7.306
	1.372
	0.845
	1.044
	8.079
	0.381
	0.997

	  Myxococcales
	1.321
	0.285
	2.935
	1.761
	0.545
	0.419
	0.644
	6.268
	0.188
	0.389

	  Deltaproteobacteria*
	0.978
	0.275
	1.191
	5.426
	0.541
	0.363
	0.242
	1.713
	0.182
	0.579

	  Other
	0.088
	0.023
	0.032
	0.119
	0.286
	0.064
	0.158
	0.098
	0.011
	0.029


