Table S8. Relative abundances of taxonomic groups within the phylum Actinobacteria and within proteobacterial classes in the analyzed forest soils. Values represent percentages of all sequences assigned to the domain Bacteria for all forest soils or individual forest soils. Groups labeled with asterisks could be assigned to the phylum level only.

	Phylogenetic group
	Relative abundance (%)

	
	Average
	Spruce age class forests
	Beech age class forests
	Unmanaged beech forests

	
	
	SAF1
	SAF2
	SAF3
	BAF4
	BAF5
	BAF6
	BF7
	BF8
	BF9

	Actinobacteria 
	12.655
	9.165
	11.408
	15.253
	13.550
	12.871
	13.735
	14.052
	14.104
	9.690

	  Actinobacteridae
	10.858
	6.360
	11.173
	14.860
	11.211
	11.114
	11.659
	12.367
	11.874
	7.497

	  Actinobacteria*
	1.658
	2.697
	0.100
	0.221
	2.180
	1.590
	1.947
	1.589
	2.069
	2.060

	  Rubrobacteridae
	0.139
	0.103
	0.135
	0.172
	0.159
	0.167
	0.130
	0.096
	0.161
	0.132

	  Acidimicrobidae
	0.001
	0.005
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000
	0.000

	Alphaproteobacteria
	25.072
	42.759
	33.603
	18.272
	14.338
	22.480
	19.453
	28.957
	26.515
	19.388

	  Alphaproteobacteria*
	10.729
	10.924
	8.628
	6.788
	7.988
	11.492
	11.801
	12.451
	14.271
	11.323

	  Rhodospirillales
	7.106
	20.359
	14.191
	6.256
	1.093
	4.376
	2.934
	8.475
	4.577
	2.107

	  Caulobacterales
	3.904
	9.318
	7.238
	1.646
	1.097
	3.605
	1.796
	4.742
	3.514
	2.502

	  Rhizobiales
	3.234
	2.155
	3.469
	3.433
	4.004
	2.919
	2.869
	3.222
	3.983
	3.303

	  Rhodobacterales
	0.081
	0.003
	0.073
	0.147
	0.124
	0.053
	0.034
	0.048
	0.141
	0.115

	  Other
	0.016
	0.000
	0.004
	0.003
	0.000
	0.018
	0.013
	0.015
	0.011
	0.021

	Betaproteobacteria
	5.991
	3.735
	2.476
	5.191
	8.992
	6.482
	5.534
	5.220
	8.187
	7.738

	  Betaproteobacteria*
	2.981
	1.706
	0.805
	2.407
	4.906
	2.957
	3.258
	2.505
	3.729
	4.271

	  Burkholderiales
	2.886
	2.013
	1.602
	2.775
	3.777
	3.394
	2.182
	2.568
	4.266
	3.300

	  Other
	0.124
	0.016
	0.069
	0.009
	0.309
	0.132
	0.093
	0.147
	0.192
	0.168

	Gammaproteobacteria
	2.966
	4.667
	1.910
	1.278
	3.522
	2.740
	2.048
	2.646
	3.370
	4.253

	Gammaproteobacteria*
	1.940
	2.242
	0.616
	0.755
	2.783
	1.980
	1.369
	2.039
	2.242
	3.247

	  Pseudomonadales
	0.569
	1.144
	0.501
	0.169
	0.555
	0.525
	0.568
	0.294
	0.670
	0.612

	  Xanthomonadales
	0.267
	0.977
	0.628
	0.190
	0.019
	0.103
	0.039
	0.120
	0.221
	0.127

	  Other
	0.190
	0.304
	0.166
	0.164
	0.166
	0.132
	0.073
	0.192
	0.237
	0.268

	Deltaproteobacteria
	4.356
	1.138
	0.970
	1.454
	4.568
	7.257
	5.568
	6.271
	5.335
	6.125

	  Myxococcales
	3.354
	0.961
	0.516
	1.048
	3.232
	5.960
	4.150
	4.922
	4.252
	4.671

	  Deltaproteobacteria*
	0.969
	0.169
	0.262
	0.399
	1.316
	1.258
	1.407
	1.333
	1.069
	1.416

	  Other
	0.033
	0.008
	0.193
	0.006
	0.019
	0.038
	0.010
	0.015
	0.014
	0.038


