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AKAP10 0.564 0.695 0.551 0.692

ANAPC11 0.659 0.915 0.652 0.874

ANAPC5 0.607 0.792 0.603 0.838

APP 0.492 0.906 0.479 0.910

ARL4C 0.662 0.955 0.654 0.944

ARPC5 0.626 0.835 0.631 0.848

ARSD 0.588 0.890 0.588 0.895

ATP6V1C1 0.594 0.812 0.591 0.782

CD2BP2 0.533 0.812 0.513 0.817

CD47 0.662 0.783 0.663 0.762

CEP350 0.538 0.747 0.528 0.720

CITED2 0.538 0.926 0.537 0.933

CRK 0.665 0.879 0.599 0.896

CXCR4 0.561 0.844 0.557 0.875

EIF4G1 0.651 0.889 0.646 0.902

ETS1 0.580 0.870 0.527 0.720

FNTA 0.588 0.877 0.587 0.783

GABARAPL1 0.487 0.840 0.490 0.884

GABPA 0.660 0.864 0.667 0.775

GCN1L1 0.569 0.823 0.551 0.837

GNAS 0.486 0.813 0.475 0.816

GSN 0.518 0.852 0.534 0.866

IFNAR1 0.534 0.699 0.537 0.708

IL10RA 0.641 0.710 0.636 0.732

JAK1 0.483 0.864 0.481 0.832

KHSRP 0.632 0.766 0.620 0.762

METTL3 0.609 0.847 0.584 0.855

MRPL23 0.683 0.793 0.671 0.839

MRRF 0.609 0.816 0.608 0.860

MSN 0.488 0.678 0.486 0.688

NFKB1 0.461 0.891 0.460 0.891

NHLH1 0.495 0.913 0.473 0.856

NR1D2 0.632 0.837 0.631 0.824

NUFIP2 0.466 0.679 0.475 0.675

PDCD6 0.635 0.842 0.629 0.753

PGM2 0.532 0.832 0.533 0.804

PKN1 0.664 0.714 0.617 0.732

PRKAA1 0.578 0.740 0.587 0.768

PRKAR1A 0.499 0.851 0.510 0.853

PUM2 0.479 0.859 0.463 0.861

REPIN1 0.680 0.963 0.650 0.885

RNF141 0.584 0.850 0.591 0.820

SNAP23 0.594 0.770 0.619 0.796

SORL1 0.370 0.804 0.373 0.807

Table S6.  AUCs for the individual reporter genes used as predictors on the training and test sets, using RQ and ∆CT values. 

ROC analysis was performed on the blind test set after annotation (i.e. “unblind”).  There is little difference in performance between using either RQ or ∆CT values for either dataset. 
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