Table S2.  Area under the curve (AUC) values for each of the reporter genes when used as CFS predictors on the training set.
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AKAP10 0.69 IFNAR1 0.71

ANAPC11 0.87 IL10RA 0.73

ANAPC5 0.84 JAK1 0.83

APP 0.91 KHSRP 0.76

ARL4C 0.94 METTL3 0.86

ARPC5 0.85 MRPL23 0.84

ARSD 0.9 MRRF 0.86

ATP6V1C1 0.78 MSN 0.69

CD2BP2 0.82 NFKB1 0.89

CD47 0.76 NHLH1 0.86

CEP350 0.72 NR1D2 0.82

CITED2 0.93 NUFIP2 0.67

CRK 0.9 PDCD6 0.75

CXCR4 0.88 PGM2 0.8

EIF4G1 0.9 PKN1 0.73

ETS1 0.72 PRKAA1 0.77

FNTA 0.78 PRKAR1A 0.85

GABARAPL1 0.88 PUM2 0.86

GABPA 0.78 REPIN1 0.88

GCN1L1 0.84 RNF141 0.82

GNAS 0.82 SNAP23 0.8

GSN 0.87 SORL1 0.81
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		Gene		AUC		Gene		AUC

		AKAP10		0.6923701		IFNAR1		0.7079417

		ANAPC11		0.8737825		IL10RA		0.7321429

		ANAPC5		0.8380409		JAK1		0.8323052

		APP		0.9099379		KHSRP		0.7624158

		ARL4C		0.944095		METTL3		0.8554622

		ARPC5		0.8476891		MRPL23		0.8391182

		ARSD		0.8953252		MRRF		0.8598383

		ATP6V1C1		0.7822341		MSN		0.6881739

		CD2BP2		0.8169133		NFKB1		0.8914894

		CD47		0.7623166		NHLH1		0.85625

		CEP350		0.7202381		NR1D2		0.8240741

		CITED2		0.9326059		NUFIP2		0.6747199

		CRK		0.8957726		PDCD6		0.7534483

		CXCR4		0.8752621		PGM2		0.8037694

		EIF4G1		0.9023148		PKN1		0.7324421

		ETS1		0.72		PRKAA1		0.7679835

		FNTA		0.7828829		PRKAR1A		0.8529283

		GABARAPL1		0.8838017		PUM2		0.8613607

		GABPA		0.7754545		REPIN1		0.8845455

		GCN1L1		0.8370536		RNF141		0.820202

		GNAS		0.8158482		SNAP23		0.7956414

		GSN		0.8662971		SORL1		0.8068182
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