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Nucleotide Sequences of the consensus and the nine copies of MJ1 in Aedes aegypti

1A. Consensus nucleotide sequence derived from the 9 copies of MJ1 found in the Aedes aegypti genome assembly.
>Aae_MJ1_CONCENSUS
CACGGTGTTCAATAAGTTCGAATACAAGTTTTCATCATTGCGTAGGTATGCGCCATGTACATATTCTGCATTGGTATTGGTGTCAGCTTTAGCTTCATTCATACGCTACCGAATGTGCGCGGTGTTGACATTCTGTTAGTTGTTGTTCGTTTGTTACGCGCGATGAAAGAGTATCGGGACTTCGTAATTAAGCGTTTTTTGAACGGTGAGCGACCCGGCGATATATTCCGGCTGCTGAAATCGCATGGGGTCAAGCGGAACTTTGTCTACACGACCATCAGGCGATACCGGGAGACGTCCTCGACCAATGACCGTGCGAGATCCGGTCGGCCGCGTTCAGCGAGGACGCCACGGGTCATCAAGATCGTGAGGGAGCGAATTCGGCGCAAAAAGAACCGCTCAATCCGGAAAACGGCTGCAGATCTCAACGTTTCCATTGGAACCGCTCACACCATACTCATCAAGGACCTTGGTTTCAGGCCTTACAAAAAACGTAAGGTCCATGGCGTTTCGGAGGCTACCAGCAAAAAGCGGTTGGATCGAGCTAAGAGGATCCTCTCTCGGCACGCTGGTCAGGAGTTTGTTTTTTCGGACGAGAAACTGTTCGTGCTGCAGCAGCCGCACAATGTGCAAAATGACCGGGTGTGGGCGCCATCGAGGGACAGCATTCCTGAATCCAATATAAACATCCCTCGGTTCCAAAGTGCCGCGTCGGTGATGGTTTGGGGGGCAGTATGCAAACGTGGTAAGCTACCCTTGGTGTTTATTGAAAAAAACGTCAAAATCAACGCGGCGTACTACAAAACTGAGGTTTTGGAAAAGGTTGTTGCCCCCAGTCTCCGAAGCCTCTACGGCGATGAGCACTACGTGTTCCAGCAGGACGGTGCACCAGCCCATACGGCAAATGTGGTTCAAGCCTGGTGTCGGGACAATTTAACCGACTTTCTGGACAAAACTTTGTGGCCTCCCAGCTCCCCGGACTTGAATCCTCTCGACTTTTTTGTTTGGTCCTATATGATGGCGAAGCTGAACGAATACAAGGTCAGCACTTTGGACCATTTCAAGACGGTAATTCTCAAAATCTGGGACGAAATGCCCATGCAGTCCGTGCGTGCCGCTTGCGACGCGTTCGAGAAACGTTTGAAGCTCGTTAAGGAGTACAAAGGGGGGGTCATTCCAAGAGAAATGTTGTAAACGTTCCTTGTAAACATAGCTTTCAATAACATAAATCCAAAAAATAAAAAAACATGTTTTCATTTTTTTAACAAATTTTGAAAGTGTATCCGAACTTATTGAACACCGTG

1B. INDIVIDUAL SEQUENCE OF THE 9 MJ1 COPIES FOUND IN AEDES AEGYPTI. THE TWO NUMBERS AFTER THE CONTIG NAME ARE THE START AND END POSITIONS OF THE MJ1 COPY. NOTE THAT THE TA TARGET DUPLICATIONS WERE REMOVED.
>CONTIG_10225_23341_24669
CACGGTGTTCAATAAGTTCGAATACAAGTTTTCATCATTGCGTAGGTATGCGCCATGTACATATTCTGCATTGGTATTGGTGTCAGCTTTAGCTTCATTCATACGCTACCGAATGTGCGCGGTGTTGACATTCTGTTAGTTGTTGTTCGTTTGTTACGCGCGATGAAAGAGTATCGGGACTTCGTAATTAAGCGTTTTTTGAACGGTGAGCGACCCGGCGATATATTCCGGCTGCTGAAATCGCATGGGGTCAAGCGGAACTTTGTCTACACGACCATCAGGCGATACCGGGAGACGTCCTCGACCAATGACCGTGCGAGATCCGGTCGGCCGCGTTCAGCGAGGACGCCACGGGTCATCAAGATCTTGAGGGAGCGAATTCGGCGCAAAAAGAACCGCTCAATCCGGAAAACGGCTGCAGATCTCAACGTTTCCATTGGAACCGCTCACACCATACTCATCAAGGACCTTGGTTTCAGGCCTTACAAAAAACGTAAGGTCCATGGCGTTTCGGAGGCTACCAGCAAAAAGCGGTTGGATCGAGCTAAGAGGATCCTCTCTCGGCACGCTGGTCAGGAGTTTGTTTTTTCGGACGAGAAACTGTTCGTGCTGCAGCAGCCGCACAATGTGCAAAATGACCGGGTGTGGGCGCCATCGAGGGACAGCATTCCTGAATCCAATATAAACATCCCTTGGTTCCAAAGTGCCGCGTCGGTGATGGTTTGGGGGGCAGTATGCAAACGTGGTAAGCTACCCTTGGTGTTTATTGAAAAAAAACGTCAAAATCAACGCGGCGTACAACAAAACTGAGGTTTTGGAAAAGGTTGTTGCCCCCAGTCTCCGAAGCCTCTACGGCGATGAGCACTACGTGTTCCAGCAGGACGGTGCACCAGCCCATACGGCAAATGTGGTTTAAGCCTGGTGTCGGGACAATTTAACCGACTTTCTGGACAAAACTTTGTGGCCTCCCAGCTCCCCGGACTTGAATCCTCTCGACTTTTTTGTTTGGTCCTATATGATGGCGAAGCTGAACGAATACAAGGTCAGCACTTTGGACCATTTCAAGACGGTAATTCTCAAAATCTGGGACGAAATGCCCATGCAGTCCGTGCGTGCCGCTTGCGACGCGTTCGAGAAACGTTTGAAGCTCGTTAAGGAGTACAAAGGGGGGGTCATTCCAAGAGAAATGTTGTAAACGTTCCTTGTAAACATAGCTTTCAATAACATAAATCCAAAAAATAAAAAAACATGTTTTCATTTTTTTAACAAATTTTGAAAGTGTATCCGAACTTATTGAACACCGTG
>CONTIG_11920_201140_2023
CACGGTGTTCAATAAGTTCGAATACAAGTTTTCATCATTGCGTAGGTATGCGCCATGTACATATTCTGCATTGGTATTGGTGTCAGCTTTAGCTTCATTCATACGCTACAGAATGTGCGCGGTGTTGACATTCTGTTAGTTGTTGTTCGTTTGTTACGCGCGATGAAAGAGTATCGGGACTTCGTAATTAAGCGTTTTTTGAACGGTGAGCGACCCGGCGATATATTCCGGCTGCTGAAATCGCATGGGGTCAAGCGGAACTTTGTCTACACGACCATCAGGCGATACCGGGAGACGTCCTCGACCAATGACCGTGCGAGATCCGGTCGGCCGCGTTCAGCGAGGACGCCACGGGTCATCAAGATCGTGAGGGAGCGAATTCGGCGCAAAAAGAACCGCTCAATCTGGAAAACGGCTGCAGATCTCAACGTTTCCATTGGAACCGCTCACACCATACTCATCAAGGACCTTGGTTTCAGGCCTTACAAAAAACGTAAGGTCCATGGCGTTTCGGAGGCTACCAGCAAAAAGCGGTTGGATCGAGCTAAGAGGATCCTCTCTCGGCACGCTGGTCAGGAGTTTGTTTTTTTCGGACGAGAAACTGTTCGTGCTGCAGCAGCCGCACAATGTGCAAAATGACCGGGTGTGGGCGCCATCGAGGGACAGCATTCCTGAATCCAATATAAACATCCCTCGGTTCCAAAGTGCCGCGTCGGTGATGGTTTGGGGGGCAGTATGCAAACGTGGTAAGCTACCCTTGGTGTTTATTGAAAAAACGTCAAAATCAACGCGGCGTACTACAAAACTGAGGTTTTGGAAAAGGTTGTTGCCCCCAGTCTCCGAAGCCTCTACGGCGATGAGCACTACGTGTTCCAGCAGGACGGTGCACCAGCCCATACGGCAAATGTGGTTCAAGCCTGGTGTCGGGACAATTTAACCGATTTTCTGGACAAAACTTTGTGGCCTCCCAGCTCCCCGGACTTGAATCCTCTCGACTTTTTTGTTTGGTCCTATATGATGGCGAAGCTGAACGAATACAAGGTCAGCACTTTGGACCATTTCAAGACGGTAATTCTCAAAATCTGGGACGAAATGCCCATGCAGTCCGTGCGTGCCGCTTGCGACGCGTTCGAGAAACGTTTGAAGCTCGTTAAGGAGTACAAAGGGGGGGTCATTCCAAGAGAAATGTTGTAAACGTTCCTTG
>CONTIG_13910_402130_403457
CACGGTGTTCAATAAGTTCGAATACAAGTTTTCATCATTGCGTAGGTATGCGCCATGTACATATTCTGCATTGGTATTGGTGTCAGCTTTAGCTTCATTCATACGCTACCGAATGTGCGCGGTGTTGACATTTTGTTAGTTGTTGTTCGTTTGTTACGCGCGATGAAAGAGTATCGGGACTTCGTAATTAAGCGTTTTTTGAACGGTGAGCGACCCGGCGATATATTCCGGCTGCTGAAATCGCATGGGGTCAAGCGGAACTTTGTCTGCACGACCATCAGGCGATACCGGGAGACGTCCTCGACCAATGACCGTGCGAGATCCGGTCGGCCGCGTTCAGCGAGGACGCCACGGGTCATCAAGATCGTGAGGGAGCGAATTCGGCGCAAAAAGAACCGCTCAATCCGGAAAACGGCTGCAGATCTCAACGTTTCCATTGGAACCGCTCACACCATACTCATCAAGGACCTTGGTTTCAGGCCTTACAAAAAACGTAAGGTCCATGGCGTTTCGGAGGCTACCAGCAAAAAGCGGTTGGATCGAGCTAAGAGGATCCTCTCTCGGCACGCTGGTCAGGAGTTTGTTTTTTCGGACGAGAAACTGTTCGTGCTGCAGCAGCCGCACAATGTGCAAAATGACCGGGTGTGGGCGCCATCGAGGGACAGCATTCCTGAATCCAATATAAACATCCCTCGGTTCCAAAGTGCCGCGTCGGTGATGGTTTGGGGGGCAGTATGCAAACGTGGTAAGCTACCCTTGGTGTTTATTGAAAAAAACGTCAAAATCAACGCGGCGTACTACAAAACTGAGGTTTTGGAAAAGGTTGTTGCCTCCAGTCTCCGAAGCCTCTACGGCGATGAGCACTACGTGTTCCAGCAGGACGGTGCACCAGCCCATACGGCAAATGTGGTTCAAGCCTGGTGTCGGGACAATTTAACCGACTTTCTGGACAAAACTTTGTGGCCTCCCAGCTCCCCGGACTTGAATCCTCTCGACTTTTTTGTTTGGTCCTATATGATGGCGAAGCTGAACGAATACAATGTCAGCACTTTGGACCATTTCAAGACAGTAATTCTCAAAATCTGGGACGAAATGCCCATGCAGTCCGTGCGTGCCGCTTGCGACGCGTTCGAGAAACGTTTGAAGCTCGTTAAGGAGTACAAAGGAGGGGTCATTCCAAGAGAAATGTTGTAAACGTTCCTTGTAAACATAGCTTTCAATAACATAAATCCAAAAAATAAAAAAACATGTTTTCATTTTTTTAACAAATTTTGAAAGTGTATCCGAACTTATTGAACACCGTG
>CONTIG_23766_524_1855
CACGGTGTTCAATAAGTTCGAATACAAGTTTTCATCATTGCGTAGGTATGCGCCATGTACATATTCTGCATTGGTATTGGTGTCAGCTTTAGCTTCATTCATACGCTACCGAATGTGCGCGGTGTTGACATTCTGTTAGTTGTTGTTCGTTTGTTACGCGCGATGAAAGAGTATCGGGACTTCGTAATTAAGCGTTTTTTGAACGGTGAGCGACCCGGCGATATATTCCGGCTGCTGAAATCGCATGGGGTCAAGCGGAACTTTGTCTACACGACCATCAGGCGATACCGGGAGACGTCCTCGACCAATGACCGTGCGAGATCCGGTCGGCCGCGTTCAGCGAGGACGCCACGGGTCACCAAAGTTGTGAGGGAGCGATTCGGACGCAAAAGAACCGCTCAATCCGGAAAACGGCTGCAGATCTCAACGTTTCCATAGGAACCGCTCACACCATACTCATCAAGGACCTTGGTTTCAGGCCTTACAAAAAACGTAAGGTCCATGGCGTTTCGGAGGCTACCAGCAAAAAGCGGTTGGATCGAGCTAAGAGGATCCTCTCTCGGCACGCTGGTCAGGAGTTTGTTTTTTCGGACGAGAAACTGTTCGTGCTGCAGCAGCCGCACAATGTGCAAAATGACCGGGTGTGGGCGCCATCGAGGGACAGCATTCCTGAATCCAATATAAACATCCCTCGGTTCCAAAGTGCCGCGTCGGTGATGGTTTGGGGGGCAGTATGCAAACGTGGTAAGCTACCCTTGGTGTTTATTGAAAAAAAAACGTCAAAATCAACGCGGCGTACTACAAAACTGAGGTTTTGGAAAAGGTTGTTGCCCCCAGTCTCCGAAGCCTCTACGGCGATGAGCACTACGTGTTCCAGCAGGACGGTGCACCAGCCCATACGGCAAATGTGGTTCAAGCCTGGTGTCGGGACAATTTAACCAACTTTCTGGACAAAACTTTGTGGCCTCCCAGCTCCCCGGACTTGAATCCTCTCGACTTTTTTGTTTGGTCCTATATGATGGCGAAGCTGAACGAATACAAGGTCAGCACTTTGGACCATTTCAAGACGGTAATTCTCAAAATCTGGGACGAAATGCCCATGCAGTCCGTGCGTGCCGCTTGCGACGCGTTCGAGAAACGTTTGAAGCTCGTTAAGGAGTACAAAGGGGGGGGTCATTCCAAGAGAAATGTTGTAAACGTTCCTTGTAAACATAGCTTTCAATAACATAATTCCAAAAAATAAAAAAAACATGTTTTCATTTTTTTTAACAAATTTTGAAAGTGTATCCGAACTTACTGAACACCGTG
>CONTIG_29853_42851_44071
CACGGTGTTCAATAAGTTCGAATACAAGTTTTCATCATTGGGTAGGTATGCGCCATGTACATATTCTGCATTGGTATTGGTGTCAGCTTTAGCTTCATTCATACGCTACCGAATGTGCGCGGTGTTGACATTCTGTTAGTTGTTGTTCGTTTGTTACGTGCGATGAAAGAGTATCGGGACTTGGTAATTAAGCGTTTTTTGAACGGTGAGCGACCCGGCGATATATTCCGGCTGCTGAAATCGCATGGGGTCAAGCGGAACTTTGTCTACACGACCATCAGGCGATACCGGGAGACGTCCTCGACCAATGACCGTGCGAGATCCGGTCGGCCGCGTTCAGCGAGGACGCCACGGGTCATCAAGATCGTGAGGGAGCGAATTCGGCGCAAAAAGAACCCCTCAATCGGAGGCTACCAGCAAAAAGCGGTTGGATCGAGCTAAGAGGATCCTCTCTCGGCACGCTGGTCAGGAGTTTGTTTTTTCGGACGAGAAACTGTTCGTGCTGCAGCAGCCGCACAATGTGCAAAATGACCGGGTGTGGGCGCCATCGAGGGACAGCATTCCTGAATCCAATATAAACATCCCTCGGTTCCAAAGTGCCGCGTCGGTGATGGTTTGGGGGGCAGTATGCAAACGTGGTAAGCTACCCTTGGTGTTTATTGAAAAAAACGTCAAAATCAACGTGGCGTACTACAAAACTGAGGTTTTGGAAAAGGTTGTTGCCCCCAGTCTCCGAAGCCTCTACGGCGATGAGCACTACGTGTTCCAGCAGGACGGTGCACCAGCCCATACGGCAAATGTGGTTCAAGCCTGGTGTCGGGACAATTTAACCGACTTTCTGGACAAAACTTTGTGGCCTCCCAGCTCCCCGGACTTGAATCCTCTCGACTTTTTTGTTTGGTCCTATATGATGACGAAGCTGAACGAATACAAGGTCAGCACTTTGGACCATTTCAAGACGGTAATTCTCAAAATCTGGGACGAAATGCCCATGCAGTCCGTGCGTGCCGCTTGCGACGCGTTCGAGAAACGTTTGAAGCTCGTTAAGGAGTACAAAGGGGGGGTCATTCCAAGAGAAATGTTGTAAACGTTCCTTGTAAACATAGCTTTCAATAACATAAATCCAAAAAATAAAAAAACATGTTTTCATTTTTTTAACAAATTTTGAAAGTGTATCCGAACTTATTGAACACCGTG
>CONTIG_4960_22771_24044
CACGGTGTTCAATAAGTTCGAATACAAGTTTTCATCATTGCGTAGGTATGCGCCATGTACATATTCTGCATTGGTATTGGTGTCAGCTTTAGCTTCATTCATACGCTACCGAATGTGCGCGGTGTTGACATTCTGTTAGTTGTTGTTCGTTTGTTACGCGCGATGAAAGAGTATCGGGACTTCGTAATTAAGCGTTTTTTGAACGGTGAGCGACCCGGCGATATATTCCGGCTGCTGAAATCGCATGGGGTCAAGCGGATCTTTGTCTACACGACCATCAGGCAATACCGGGAGACGTCCTCGACCAATGACCGTGCGAGATCCGGTCGGCCGCGTTCAGCGAGGACGCCACGGGTCATCAAGATCGTGAGGGAGCGAATTCGGCGCAAAAAGAACCGCTCAATCCGGAAAACGGCTGCAGATCTCAACGTTTCCATTGGAACCGCTCACACCATACTCATCAAGGACCTTGGTTTCAGGCCTTACAAAAAACGTAAGGTCCATGGCGTTTCGGAGGCTACCAGCAAAAAGCGGTTGGATCGAGCTAAGAGGATCCTCTCTCGGCACGCTGGTCAGGAGTTTGTTTTTTCGGACGAGAAACTGTTCGTGCTGCAGCAGCCGCACAATGTGCAAAATGACCGGGTGTGGGCGCCATCGAGGGACAGCATTCCTGAATCCAATATAAACATCCCTCGGTTCCAAAGTGCCGCGTCGGTGATGGTTTGGGGGGCAGTATGCAAACGTGGTAAGCTACCCTTGGTGTTTATTGAAAAAAACGTCAAAATCAACGCGGCGTACTACAAAACTGAGGTTTTGGAAAAGGTTGTTGCCCCCAGTCTCCGGCAAATGTAGTTCAAGCCTGGTGTCGGGACAATTTAACCGACTTTCTGGACAAAACTTTGTGGCCTCCCAGCTCCCCGGACTTGAATCCTCTCGACTTTTTTGTTTGGTCCTATATGATGGCGAAGCTGAACGAATACAAGGTCAGCACTTTGGACCATTTCAAGACGGTAATTCTCAAAATCTGGGACGAAATGCCCATGCAGTCCGTGCGTGCCGCTTGCGACGCGTTCGAGAAACGTTTGAAGCTCGTTAAGGAGTACAAAGGGGGGGGGGGTCATTCCAAGAGAAATGTTGTGAACGTTCCTTGTAAACATAGCTTTCAATAACATAAATCCAAAAAATAAAAAAACATGTTTTCATTTTTTTAACAAATTTTGAAAGTGTATCCGAACTTATTGAACACCGTG
>CONTIG_574_74511_75800
CACGGTGTTCAATAAGTTCGAATACAAGTTTTCATCATTGCGTAGGTATGCGCCATGTACATATTCTGCATTGGTATTGGTGTCAGCTTTAGCTTCATTCATACGCTACCGAATGTGCGCGGTGTTGACATTCTGTTAGTTGTTGTTCGTTTGTTACGCGCGATGAAAGAGTATCGGAACTTCGTAATTAAGCGTTTTTTGAACGGTGAGCGACCCGGCGATATATTCCGGCTGCTGAAATCGCATGGGGTCAAGCGGAACTTTGTCTACACGACCATCAGGCGATACTGGGAGACGTCCTCGACCAATGACCGTGCGAGATCCGGTCGGCCGCGTTCAGCGAGGACGCCACGGGTCATCAAGATCGTGAGGGAGCGAATTCGGCGCAAAAAGAACCGCTCAATCTGGAAAACGGCTGCAGATCTCAACGTTTCCATTGGAACCGCTCACACCATACTCATCAAGGACCTTGGTTTCAGGCCTTACAAAAAACGTAAGATCCATGGCGTTTCGGAGGCTACCAGCAAAAAGCGGTTGGATCGAGCTAAGAGGATCCTCTCTCGGCACGCTGATCAGGAGTTTGTTTTTTCGGACGAGAAACTGTTCGTGCTGCAGCAGCCGCACAATGTACAAAATGACCGGGTGTGGGCGCCATCGAGGGACAGCATTCCTGAATCCAATATAAACATCCCTCGGTTCCAAAGTGCCGCGTCAGTGATGGTTTGGGGGGCAGTATGCAAACGTGGTAAGCTACCCTTGGTGTTTATTGAAAAAAACGTCAAAATCAACGCGGCGTACTACAAAACTGAGGTTTTGGAAAAGGTTGTTGCCCCCAGTCTCCGAAGCCTCTACGGCGATGAGCACTGCGTGTTCCAGCAGGACGGTGCACCAGCCCATACGGCAAATGTGGTTCAAGCCTGGTGTCGGGACAATTTAACCGACTTTCTGGACAAAACTTTGTGGCCTCCCAGCTCCCCGGACTTGAATCCTCTCGACTTTTTTGTTTGGTCCTATATGATGGCGAAGCTGAACGAATACAAGGTCAGCACTTTGGACCATTTCAAGACGGTAATTCTCAAAATCTCAAATTCGAGAAACGTTTGAAGCTCGTTAAGGAGTACAAAGGGGGGGGTCATTCCAAGAGAAATGTTGTAAACGTTCCTTGTAAACATAGCTTTTAATAACATAAATCCAAAAAATAAAAAAAACATGTTTTCATTTTTTTAACAAATTTTGAAAGTGTATCCGAACTTATTGAACACCGTG
>CONTIG_7401_80269_81963
CACGGTGTTCAATAAGTTCGAATACAAGTTTTCATCATTGCGTAGGTATGCGCCATGTACATATTCTGCATTGGTATTGGTGTCAGCTTTAGCTTCATTCATACGCTACCGAATGTGCACGGTGTTGACATTCTGTTAGTTGTTGTTCGTTTGTTACGCGCGATGAAAGAGTATCGGGACTTCGTAATAAGCCATTTTATAAGACGTTTCAGGTCATATGTTTTTTGTTTGTTTACCAGCTTTGAAACTTTCTGGCGGGCCCATCTATTTACGTTTCTTCTAGCGCCACATTTGGGAGGAGCTAATTCATTAATGGCATGCAACAAGCTTCTCAATCTTCCCCAGTAAAATTAAAATTAACAGGCAGGGAAGAATTATTTATTTTTGCTACTGGTCAGATATGTAACCGCGTAGAAAAATAGCCAGAAAGAGACGAAAACGTCATCATCAACAAAAATGTTACCAGCGCCATTCACATATCATGCTAGTTTTTAAAACAATAACAATGAGCGGCCCTCCAGAAAACGTCAACCGAATGTCTCGTAAAATGGCTTATTAAGCGTTTTTTGAACGGTGAGCGACCCGGCGATATATTTCGGCTGCTGAAATCGCATGGGGTCAAGCGGAACTTTGTCTACACGACCATCAGGCGATACCGGGAGACGTCCTCGACCAATGACCGTGCGAGATCCGGTCGGCCGCGTTCAGCGAGGACGCCACGGGTCATCAAGATCGTGAGGGAGCGAATTCGGCGCAAAAAGAACCGCTCAATCCGGAAAACGGCTGCAGATCTCAACGTTTCCATTGGAACCGCTCACACCATACTCATCAAGGACCTTGGTTTCAGGCCTTACAAAAAACGTAAGGTCCATGGCGTTTCGGAGGCTACCAGCAAAAAGCGGTTGGATCGAGCTAAGAGGATCCTCTCTCGGCACGCTGGTCAGGAGTTTGTTTTTTCGGACGAGAAACTGTTCGTGCTGCAGCAGCCGCACAATGTGCAAAATGACCGGGTGTGGGCGCCATCGAGGGACAGCATTCCTGAATCCAATATAAACATCCCTCGGTTCCAAAGTGCCGCGTCGGTGATGGTTTGGGGGGCAGTATGCAAACGTGGTAAGCTACCCTTGGTGTTTATTGAAAAAAACGTCAAAATCAACGCGGCGTACTACAAAACTGAGGTTTTGGAAAAGGTTGTTGTCCCCAGTCTCCGAAGCCTCTACGGCGATGAGCACTACGTGTTCCAGCAGGACGGTGCACCAGCCCATACGGCAAATGTGGTTCAAGCCTGGTGTCGGGAAAATTTAACCGACTTTCTGGACAAAACTTTGTGGCCTCCCAGCTCCCCGGACTTGAATCCTCTCGACTTTTTTGTTTGGTCCTATATGATGGCGAAGCTGAACGAATACAAGGTCAGCACTTTGGACCATTTCAAGACGGTAATTCTCAAAATCTGGGACGAAATGCCCATGCAGTCCGTGCGTGCCGCTTGCGACGCGTTCGAGAAACGTTTGAAGCTCGTTAAGGAGTACAAAGGGGGGGTCATTCCAAGAGAAATGTTGTAAACGTTCCTTGTAAACATAGCTTTCAATAACATAAATCCAAAAAATAAAAAAACATGTTTTCATTTTTTAACAAATTTTGAAAGTGTATCCGAACTTATTGAACACCGTG
>CONTIG_8991_31520_33053
CACGGTGTTCAATAAGTTCGAATACAAGTTTTCATCATTGCGTAGGTATGCGCCATGTACATATTCTGCATTGGTATTGGTGTCAGCTTTAGCTTCATTCATACGCTACCGAATGTGCGCGGTGTTGACATTCTGTTAGTTGTTGTTCGTTTGTTACGCGCGATGAAAGAGTATCGGGACTTCGTAATTAAGCGTTTTTTGAACGGTGAGCGACCCGGCGATATATTCCGGCTGCTGAAATCGCATGGGGTCAAGCGGAACTTTGTCTACACGACCATCAGGCGATACCGGGAGACGTCCTCGACCAATGACCGTGCGAGATCCGGTCGGCCGCGTTCAGCGAGGACGCCACGGGTCATCAAGATCGTGAGGGAGCGAATTCGGCGCAAAAAGAACCGCTCAATCCGGAAAACGGCTGCAGATCTCAACGTTTCCATTGGAACCGCTCACACCATACTCATCAAGGACCTTGGTTTCAGGCCTTACAAAAAACGTAAGGTCCATGGCGTTTCGGAGGCTACCAGCAAAAAGCGGTTGAATCGAGCTAAGAGGATCCTCTCTCGGCACGCTGGTCAGGAGTTTGTTTTTTCGGACGAGAAACTGTTCGTGCTGCAGCAGCCGCACAATGTGCAAAATGACCGGGTGTGGGCGCCATCGAGGGACAGCATTCCTGAATCCAATATAAACATCCCTCGGTTCCAAAGTGCCGCGTCGGTGATGGTTTGGGGGGCAGTATGCAAACGTGGTAAGCTACCCTTGGTGTTTATTGAAAAAAACGTCAAAATCAACGCGGCGTACTACAAAACTCAGGTTTTGGAAAAGGTTGTTGCCCCCAGTCTCCGAAGCATCTACGGCGATGAGCACTACGTGTTCCAGCAGGACGGTGCACCAGCCCATACGGCAAATGTGGTTCAAGCCTGGTGTCGGGACAATTTAACCGACTTTCTGGACAAAACTTTGTGGCCTCCCAGCTCCCCGGACTTGAATCCTCTCGAATTTTTTGTTTGGTCCTATATGATGGCGAAGCTGAACGAATACAAGGTCAGCACTTTGGACCATTTCAAGACGGTAATTCTCAAAATCTAGGACGAAATGCCCATGCAGTCCGTGCGTGCCGCTTGCGACGCGTTCGAGAAACGTTTGAAGCTCGTTAAGGTGATTATAGAACGAAGCCATACCTCAAATTTTGAAGAGCACAAGACTTGAGAACCAAACAGCGCTTCGTGTTGAAAATCTATCCCATTGGTCACCACCAGCAAGCAAGCAATTTGATTGGTTTTCAACGCGAACTGTTGTCAGATTCTCCAGTCTTGTGCACTTGAAAATTCCAAGTTTGGCTTCGTTTTATAATCACCTTAAGGAGTACAAAGGGGGGGGTCATACCAAGATAAATGTTGTAAACGTTCCTTGTAAACATAGCTTTCAATAACATAAATCCAAAAAATAAAAAAACATGTTTTCATTTTTTTAACAAATTTTGAAAGTGTATCCGAACTAATTGAACACCGTG







