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Table S1. Strains used in this study
	Strain
	Genotype
	Reference

	WT
	MATα ura3∆0 leu2∆0 his3∆1 lys2∆0
	This study

	bur2∆
	MATa ura3∆0 leu2∆0 his3∆1 met15∆0 bur2::kanMX4 
	This study

	cus2∆
	MATα ura3∆0 leu2∆0 his3∆1 lys2∆0 cus2::kanMX4
	This study

	ctk2∆
	MATa ura3∆0 leu2∆0 his3∆1 met15∆0 ctk2::kanMX4
	This study

	bur2∆ cus2∆
	MATa ura3∆0 leu2∆0 his3∆1 met15∆0 bur2::kanMX4 cus2::kanMX4
	This study

	ctk2∆ cus2∆
	MATa ura3∆0 leu2∆0 his3∆1 met15∆0 ctk2::kanMX4 cus2::kanMX4
	This study

	KY616
	MATa his4-912∆δ lys2-128∆δ leu2∆1 ura3-52 suc2∆uas(-1900/-390)
	[1]

	GY103
	(MATa his4-912∆δ lys2-128∆δ suc2∆uas(-1900/-390) ura3-52 trp1∆63 bur2-1
	[2]

	KY616 U2∆+pAB146
	MATa his4-912∆δ lys2-128∆δ leu2∆1 ura3-52 suc2∆uas(-1900/-390) U2::HIS3 [pAB146]
	This study

	U2∆+pAB146
	MAT ura3∆0 leu2∆0 his3∆1 lys2∆0 U2::HIS3 [pAB146]
	This study

	bur2∆ U2∆+pAB146
	MATa ura3∆0 leu2∆0 his3∆1 met15∆0 bur2::kanMX4 U2::HIS3 [pAB146]
	This study

	ctk2∆U2∆+pAB146
	MATa ura3∆0 leu2∆0 his3∆1 met15∆0 ctk2::kanMX4 U2::HIS3 [pAB146]
	This study

	leo1∆ U2∆+pAB146
	MATα ura3∆0 leu2∆0 his3∆1 lys2∆0 leo1::kanMX4 U2::HIS3 [pAB146]
	This study

	spt4∆ U2∆+pAB146
	MATα ura3∆0 leu2∆0 his3∆1 lys2∆0 spt4::kanMX4 U2::HIS3 [pAB146]
	

	dst1∆ U2∆+pAB146
	MATα ura3∆0 leu2∆0 his3∆1 lys2∆0 dst1::kanMX4 U2::HIS3 [pAB146]
	This study

	Bur2-TAP
	MATa BUR2-TAP:HIS3 ura3∆0 leu2∆0 his3∆1 met15∆0
	OpenBiosystems


Table S2 List of plasmids used in this study
	Plasmid Number
	Plasmid Description
	Plasmid backbone
	Reference

	pTAGCus2
	Cus2-HA-6XHIS GAL1 promoter
	pTAG
	[3]

	pTAG
	HA-6XHIS
	pYES 1.2
	[3]

	Cus2pTAGnP
	Cus2-HA-6XHIS native promoter
	pTAG
	[3]

	pAB146
	WT U2
	pRS316
	This study

	pAB131
	WT U2
	pRS315
	This study

	pAB138
	U2-IIa ∆CC/GC stem
	pRS315
	This study

	pAB143
	U2-IIc G53A
	pRS315
	This study






Table S3.  List of primers used in this study
	U1 snRNA  
	5’ GAATGGAAACGTCAGCAAACAC 3’

	U2 430R
	5’ CAAAAAATGTGTATTG 3’

	U4 snRNA
	5’ ACCATGAGGAGACGGTCTGG 3’
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