Table S2 Distribution of Haplogroup R in Bovine Populations
	Region, Country
	Sample size
	Haplogroup R
	References

	
	
	No of subjects
	%
	

	Western Europe
	
	
	
	

	Denmark
	18
	0
	-
	[18]

	England
	16
	0
	-
	[7, 13, 24, 35]

	Finland 
	54
	0
	-
	[1, 18]

	France 
	109
	0
	-
	[1, 5, 6, 7, 12, 13, 24, 35]

	Germany 
	47
	0
	-
	[4, 6, 21, 31, 33, 35]

	Iceland
	23
	0
	-
	[25, 35]

	Ireland
	32
	0
	-
	[6, 25, 35]

	Italy North
	646
	0
	-
	[1, 2, 3, 5, 30]

	Italy, Apulia
	112
	0
	-
	[1, 2, 3, 30]

	Italy, Campania
	33
	1
	3.0
	[1, 3]

	Italy, Marche
	149
	1
	0.7
	[1, 5]

	Italy, Romagna
	253
	6
	2.4
	[1, 3, 5, 30, 35]

	Italy, Sardinia
	36
	0
	-
	[1, 2]

	Italy, Sicily North
	81
	2
	2.5
	[1, 2, 3, 5, 30]

	Italy, Sicily South
	22
	0
	-
	[1, 2, 3, 30]

	Italy, Tuscany
	463
	0
	-
	[1, 2, 3, 5, 30]

	Norway 
	73
	0
	-
	[1, 25, 35]

	Portugal 
	521
	0
	-
	[5, 10, 14]

	Scotland
	44
	0
	-
	[7, 24, 35 ]

	Spain 
	755
	0
	-
	[2, 4, 5, 9, 14, 28, 29 ]

	Sweden
	53
	0
	-
	[1, 18]

	Switzerland
	27
	0
	-
	[1, 16, 32]

	Eastern Europe
	
	
	
	

	Albania
	8
	0
	-
	[5]

	Bulgaria
	38
	0
	-
	[1, 5]

	Byelorussia
	8
	0
	-
	[18]

	Estonia
	10
	0
	-
	[18]

	Greece
	48
	0
	-
	[2, 5, 30, 35]

	Hungary, Slovenia, Slovakia
	54
	0
	-
	[1, 5, 6, 13]

	Romania
	10
	0
	-
	[5]

	European Russia: Kirov, Nizhegorov, Perm, Mari regions, Yaroslavl; Georgia
	59
	0
	-
	[6, 18]

	Russia, Northeast Siberia
	24
	0
	-
	[18]

	Serbia
	29
	0
	-
	[5, 18]

	Ukraine
	30
	0
	-
	[5, 18]

	Middle East
	
	
	
	

	Iran, Iraq, Syria
	55
	0
	-
	[2, 12, 35]

	Turkey
	66
	0
	-
	[5, 35]

	Central Asia
	
	
	
	

	Kazakshtan, Uzbekistan
	9
	0
	-
	[18]

	Eastern Asia
	
	
	
	

	China: Anhui, Hubei, Fujian, Jiangxi, Zhejiang
	100
	0
	-
	[17, 22, 23]

	China: Gansu, Shaanxi, Sichuan
	144
	0
	-
	[8, 17, 22, 23]

	China: Guangdong, Guangxi, Guizhou, Hainan, Hunan
	151
	0
	-
	[17, 23]

	China: Yunnan
	91
	0
	-
	[15, 17, 22]

	China: Henan, Shandong, Shanxi
	65
	0
	-
	[22, 23]

	China: Inner Mongolia
	18
	0
	-
	[17, 23]

	China: Jilin, Liaoning
	43
	0
	-
	[17, 23]

	China: Tibet, Xinjiang
	52
	0
	-
	[17, 23]

	Japan
	32
	0
	-
	[26]

	Korea
	46
	0
	-
	[19, 20, 27]

	Mongolia
	44
	0
	-
	[27]

	Nepal
	13
	0
	-
	[34]

	Africa
	
	
	
	

	Algeria
	22
	0
	-
	[5]

	Egypt
	32
	0
	-
	[5, 35]

	Ethiopia
	11
	0
	-
	[11]

	Libya
	24
	0
	-
	[5]

	Morocco
	58
	0
	-
	[5]

	Sudan
	24
	0
	-
	[5, 35]

	Tunisia
	13
	0
	-
	[5]

	West Africa
	68
	0
	-
	[7, 12, 24, 35]

	TOTAL
	5066
	10
	0.2
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