Table S2.  Plasmids used in this study.
	Plasmid
	Genotype
	Source

	118
	Ylp204 with GAL-NLS-myc9-TEVprotease-NLS2::TRP1
	Frank Uhlmann

	pAG25
	natMX4
	[1]

	pAG32
	hphMX4
	[2]

	pCR Blunt II-TOPO
	LacZ( f1 origin KAN
	Invitrogen

	pFA6a-3HA-kanMX6
	3xHA kanMX6
	[3]

	pHS26
	2(m SPC110 LYS2 ADE3
	[4]

	pHS31
	CEN6 ARSH4 URA3 SPC110
	


[5] ADDIN EN.CITE 

	pKG2
	SPC110 with BamH1 site at aa 696 URA3
	This Study

	pKG7
	SPC110-3xTEV696 URA3
	This Study

	pKG9
	3xHA natMX4
	This Study

	pKG10
	LacZ( f1 origin KAN GAL-TEV
	This Study

	pKG11
	LacZ( f1 origin KAN GAL2
	This Study

	pKG12
	pRS306 with GAL-TEV
	This Study

	pKG13
	pRS306 with GAL2
	This Study

	pKG14
	pRS315 with BsrG1 site
	This Study

	pKG15
	GAL2 LEU2 URA3
	This Study

	pKG16
	SPC110-3xTEV696-3xHA::natMX4 URA3
	This Study

	pKG17
	pRS306 with SPC110-3xTEV696-3xHA::natMX4
	This Study

	pRS306
	URA3 f1 origin
	[6]

	pRS315
	CEN6 ARSH4 LEU2 f1 origin
	[6]
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