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CGN Cingulin  291 564 -1.94 0.001 768 1861 -2.42 0.001

F8 Coagulation factor VIII Precursor  173 332 -1.92 <0.001 142 465 -3.28 <0.001

GRM8

Metabotropic glutamate receptor 8 

Precursor

59 98 -1.66 <0.001 77 129 -1.67 0.001

STEAP1 Metalloreductase STEAP1 56 103 -1.86 <0.001 1156 2610 -2.26 0.026

DECR2 Peroxisomal 2,4-dienoyl-CoA reductase 332 872 -2.63 <0.001 2464 6527 -2.65 <0.001

SELENBP1 Selenium-binding protein 1  1408 3300 -2.34 <0.001 6427 12633 -1.97 <0.001
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		Associated Gene Name		Description		5' Capped RNA								3' Poly(A) RNA

						Mean Signal Intensity HCV Cirr. Liver		Mean Signal Intensity HCV Cirr. Liver		Fold Change		Bonferoni corrected           p-Value		Mean Signal Intensity HCV Cirr. Liver		Mean Signal Intensity HCV Cirr. Liver		Fold Change		Bonferoni corrected           p-Value

		Cell Structure

		CGN		Cingulin 		291		564		-1.94		0.001		768		1861		-2.42		0.001

		Immune Response

		F8		Coagulation factor VIII Precursor 		173		332		-1.92		<0.001		142		465		-3.28		<0.001

		Miscellaneous

		GRM8		Metabotropic glutamate receptor 8 Precursor		59		98		-1.66		<0.001		77		129		-1.67		0.001

		STEAP1		Metalloreductase STEAP1		56		103		-1.86		<0.001		1156		2610		-2.26		0.026

		DECR2		Peroxisomal 2,4-dienoyl-CoA reductase		332		872		-2.63		<0.001		2464		6527		-2.65		<0.001

		SELENBP1		Selenium-binding protein 1 		1408		3300		-2.34		<0.001		6427		12633		-1.97		<0.001






