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IGF2AS

Putative insulin-like growth factor 2 

antisense gene protein 

99 150 -1.52 <0.001 154 187 -1.22 39.021

*MET

Hepatocyte growth factor receptor 

Precursor

532 987 -1.85 0.015 783 1418 -1.81 0.101

MTCP1 Protein p8 MTCP-1  88 179 -2.04 <0.001 617 692 -1.12 212.083

MTCP1 Protein p13 MTCP-1  71 135 -1.90 <0.001 300 389 -1.30 18.445

ST7

Suppressor of tumorigenicity protein 

7 

271 492 -1.82 0.001 831 1154 -1.39 11.647

*RBM39 RNA-binding protein 39 599 1187 -1.98 0.006 2129 3311 -1.56 9.707

CAPZA2

F-actin-capping protein subunit alpha-

2 

155 240 -1.54 0.025 2881 1768 1.63 19.513

CLDN12 Claudin-12 271 591 -2.18 0.016 1940 3889 -2.00 0.171

GTPBP10 GTP-binding protein 10  133 206 -1.55 <0.001 428 478 -1.12 201.902

IFNAR1

Interferon-alpha/beta receptor alpha 

chain Precursor 

312 646 -2.07 0.013 741 1220 -1.65 1.132

LILRB3

Leukocyte immunoglobulin-like 

receptor subfamily B member 3 

Precursor 

83 138 -1.66 <0.001 922 980 -1.06 401.425

ENPP1

Ectonucleotide 

pyrophosphatase/phosphodiesterase 

family member 1

447 1088 -2.43 <0.001 1687 3100 -1.84 0.697

NFS1

Cysteine desulfurase, mitochondrial 

Precursor 

189 300 -1.59 <0.001 1228 1654 -1.35 19.700

PHYHD1

Phytanoyl-CoA dioxygenase domain-

containing protein 1

173 332 -1.92 <0.001 1165 1711 -1.47 4.675

C9orf106

Putative uncharacterized protein 

C9orf106 

103 164 -1.59 <0.001 132 152 -1.16 65.072

*FUNDC2

FUN14 domain-containing protein 2 

(Hepatitis C virus core-binding 

protein 6)

86 177 -2.05 <0.001 162 272 -1.68 0.246
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		Associated Gene Name		Description		5' Capped RNA								3' Poly(A) RNA

						Mean Signal Intensity HCV Cirr. Liver		Mean Signal Intensity HCV Cirr. Liver		Fold Change		Bonferoni corrected p-Value		Mean Signal Intensity HCV Cirr. Liver		Mean Signal Intensity HCV Cirr. Liver		Fold Change		Bonferoni corrected           p-Value

		Tumor

		IGF2AS		Putative insulin-like growth factor 2 antisense gene protein 		99		150		-1.52		<0.001		154		187		-1.22		39.021

		*MET		Hepatocyte growth factor receptor Precursor		532		987		-1.85		0.015		783		1418		-1.81		0.101

		MTCP1		Protein p8 MTCP-1 		88		179		-2.04		<0.001		617		692		-1.12		212.083

		MTCP1		Protein p13 MTCP-1 		71		135		-1.90		<0.001		300		389		-1.30		18.445

		ST7		Suppressor of tumorigenicity protein 7 		271		492		-1.82		0.001		831		1154		-1.39		11.647

		Cell Growth

		*RBM39		RNA-binding protein 39		599		1187		-1.98		0.006		2129		3311		-1.56		9.707

		Cell Structure

		CAPZA2		F-actin-capping protein subunit alpha-2 		155		240		-1.54		0.025		2881		1768		1.63		19.513

		CLDN12		Claudin-12		271		591		-2.18		0.016		1940		3889		-2.00		0.171

		GTPBP10		GTP-binding protein 10 		133		206		-1.55		<0.001		428		478		-1.12		201.902

		Immune Response

		IFNAR1		Interferon-alpha/beta receptor alpha chain Precursor 		312		646		-2.07		0.013		741		1220		-1.65		1.132

		LILRB3		Leukocyte immunoglobulin-like receptor subfamily B member 3 Precursor 		83		138		-1.66		<0.001		922		980		-1.06		401.425

		Cell Metabolism

		ENPP1		Ectonucleotide pyrophosphatase/phosphodiesterase family member 1		447		1088		-2.43		<0.001		1687		3100		-1.84		0.697

		NFS1		Cysteine desulfurase, mitochondrial Precursor 		189		300		-1.59		<0.001		1228		1654		-1.35		19.700

		PHYHD1		Phytanoyl-CoA dioxygenase domain-containing protein 1		173		332		-1.92		<0.001		1165		1711		-1.47		4.675

		Unknown

		C9orf106		Putative uncharacterized protein C9orf106 		103		164		-1.59		<0.001		132		152		-1.16		65.072

		*FUNDC2		FUN14 domain-containing protein 2 (Hepatitis C virus core-binding protein 6)		86		177		-2.05		<0.001		162		272		-1.68		0.246








