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*DDX43

Probable ATP-dependent RNA helicase 

DDX43 

97 51 1.90 0.001 55 45 1.21 0.058

PDLIM4 PDZ and LIM domain protein 4  200 82 2.44 <0.001 89 68 1.31 0.002

GAB3 GRB2-associated-binding protein 3  270 90 2.98 <0.001 86 57 1.50 <0.001

HOXA3 Homeobox protein Hox-A3 128 78 1.65 0.004 77 60 1.30 0.010

HOXA4 Homeobox protein Hox-A4 129 83 1.56 0.042 75 69 1.08 52.393

HJURP Holliday junction recognition protein 101 48 2.14 <0.001 58 46 1.26 0.002

LEAP2

Liver-expressed antimicrobial peptide 

2 Precursor

626 212 2.96 0.001 139 98 1.42 0.003

LILRA5

Leukocyte immunoglobulin-like 

receptor subfamily A member 5 

Precursor 

425 217 1.95 0.013 65 63 1.04 221.422

MAP4K2

Mitogen-activated protein kinase 

kinase kinase kinase 2

482 226 2.13 0.021 121 94 1.29 0.037

PSMB4

Proteasome subunit beta type-4 

Precursor

14358 4689 3.06 0.013 390 393 -1.01 501.381

SLC22A4 Solute carrier family 22 member 4 181 99 1.82 0.006 88 76 1.15 3.217

ATP5O

ATP synthase subunit O, mitochondrial 

Precursor

6625 2283 2.90 0.035 329 286 1.15 26.717

PGC Gastricsin Precursor 108 58 1.87 0.001 56 50 1.12 21.198

C6orf150 Uncharacterized protein C6orf150   97 55 1.75 <0.001 70 48 1.47 <0.001

OR52N4 Olfactory receptor 52N4 95 47 2.03 <0.001 65 45 1.44 <0.001

TNNT3 Troponin T, fast skeletal muscle 131 78 1.69 0.009 72 60 1.20 0.358

AC010990.3

cDNA FLJ31668 fis, clone 

NT2RI2004916 

144 80 1.81 0.003 70 59 1.19 0.220
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		Associated Gene Name		Description		3' Poly(A) RNA								5' Capped RNA

						Mean Signal Intensity HCV Cirr.  Liver		Mean Signal Intensity HCV Cirr.  Liver		Fold Change		Bonferoni corrected           p-Value		Mean Signal Intensity HCV Cirr.  Liver		Mean Signal Intensity HCV Cirr.  Liver		Fold Change		Bonferoni corrected           p-Value		Ave Gene Expression Poly A Tail, HCV infected Liver		Ave Gene Expression Poly A Tail, Normal Liver		Poly A Tail Fold Change		Poly A Tail Bonferoni p Value

		Tumor

		*DDX43		Probable ATP-dependent RNA helicase DDX43 		97		51		1.90		0.001		55		45		1.21		0.058		97		51		1.90		0.001

		PDLIM4		PDZ and LIM domain protein 4 		200		82		2.44		<0.001		89		68		1.31		0.002		200		82		2.44		<0.001

		Cell Growth

		GAB3		GRB2-associated-binding protein 3 		270		90		2.98		<0.001		86		57		1.50		<0.001		270		90		2.98		<0.001

		HOXA3		Homeobox protein Hox-A3		128		78		1.65		0.004		77		60		1.30		0.010		128		78		1.65		0.004

		HOXA4		Homeobox protein Hox-A4		129		83		1.56		0.042		75		69		1.08		52.393		129		83		1.56		0.042

		Cell Structure

		HJURP		Holliday junction recognition protein		101		48		2.14		<0.001		58		46		1.26		0.002		101		48		2.14		<0.001

		Immune Response

		LEAP2		Liver-expressed antimicrobial peptide 2 Precursor		626		212		2.96		0.001		139		98		1.42		0.003		626		212		2.96		0.001

		LILRA5		Leukocyte immunoglobulin-like receptor subfamily A member 5 Precursor 		425		217		1.95		0.013		65		63		1.04		221.422		425		217		1.95		0.013

		MAP4K2		Mitogen-activated protein kinase kinase kinase kinase 2		482		226		2.13		0.021		121		94		1.29		0.037		482		226		2.13		0.021

		PSMB4		Proteasome subunit beta type-4 Precursor		14358		4689		3.06		0.013		390		393		-1.01		501.381		14358		4689		3.06		0.013

		Ion Transport

		SLC22A4		Solute carrier family 22 member 4		181		99		1.82		0.006		88		76		1.15		3.217		181		99		1.82		0.006

		ATP5O		ATP synthase subunit O, mitochondrial Precursor		6625		2283		2.90		0.035		329		286		1.15		26.717		6625		2283		2.90		0.035

		Miscellaneous

		PGC		Gastricsin Precursor		108		58		1.87		0.001		56		50		1.12		21.198		108		58		1.87		0.001

		C6orf150		Uncharacterized protein C6orf150  		97		55		1.75		<0.001		70		48		1.47		<0.001		97		55		1.75		<0.001

		OR52N4		Olfactory receptor 52N4		95		47		2.03		<0.001		65		45		1.44		<0.001		95		47		2.03		<0.001

		TNNT3		Troponin T, fast skeletal muscle		131		78		1.69		0.009		72		60		1.20		0.358		131		78		1.69		0.009

		Unknown

		AC010990.3		cDNA FLJ31668 fis, clone NT2RI2004916 		144		80		1.81		0.003		70		59		1.19		0.220		144		80		1.81		0.003






