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FLNA Filamin-A 1801 585 3.08 <0.001 1952 825 2.37 6.107

MAP1A Microtubule-associated protein 1A  110 58 1.90 <0.001 79 60 1.32 0.140

ARHGAP4 Rho GTPase-activating protein 4  524 220 2.38 <0.001 1592 632 2.52 0.466

MPP1

55 kDa erythrocyte membrane protein 

(p55)(Membrane protein, palmitoylated 1) 

443 237 1.87 <0.001 2077 784 2.65 2.203

EHD1 EH domain-containing protein 1 (Testilin) 453 270 1.68 <0.001 675 454 1.49 8.438

PLXNA3 Plexin-A3 Precursor (Plexin-4) 249 142 1.76 <0.001 453 267 1.70 0.749

SEPT8 Septin-8   195 120 1.63 <0.001 645 374 1.73 0.277

SYT8 Synaptotagmin-8  550 153 3.59 <0.001 1791 289 6.19 0.212

MAP3K1 Mitogen-activated protein kinase kinase kinase 1 219 146 1.51 <0.001 389 230 1.69 0.185

FZD1 Frizzled-1 Precursor (Fz-1)(hFz1)(FzE1) 164 99 1.66 <0.001 228 148 1.54 0.739

G6PD Glucose-6-phosphate 1-dehydrogenase  463 268 1.73 <0.001 625 443 1.41 12.430

P4HA2 Prolyl 4-hydroxylase subunit alpha-2 Precursor  149 89 1.66 <0.001 345 244 1.41 2.898

PYGM Glycogen phosphorylase, muscle form 142 87 1.63 <0.001 218 144 1.51 1.267

RENBP N-acylglucosamine 2-epimerase 262 130 2.01 <0.001 469 281 1.67 1.534

UQCRQ ubiquinol-cytochrome c reductase hinge protein 219 136 1.61 <0.001 975 621 1.57 2.693

*IRF1 Interferon regulatory factor 1 (IRF-1) 674 323 2.09 0.033 2087 1363 1.53 51.505

LILRA1

Leukocyte immunoglobulin-like receptor subfamily 

A member 1 Precursor 

192 121 1.58 <0.001 219 171 1.28 18.386

LILRA4

Leukocyte immunoglobulin-like receptor subfamily 

A member 4 Precursor

106 64 1.64 <0.001 126 102 1.24 7.956

*LILRB2

Leukocyte immunoglobulin-like receptor subfamily 

B member 2 Precursor

756 359 2.10 0.015 1186 756 1.57 7.591

*LILRB4

Leukocyte immunoglobulin-like receptor subfamily 

B member 4 Precursor

191 92 2.06 <0.001 378 246 1.54 0.388

RFX5 DNA-binding protein RFX5  292 174 1.68 <0.001 899 523 1.72 0.729

TRIM34 Tripartite motif-containing protein 34  108 65 1.67 <0.001 204 138 1.48 0.760

C11orf21 Uncharacterized protein C11orf21  113 75 1.50 <0.001 229 119 1.93 0.142

HBA1 Hemoglobin subunit alpha (Hemoglobin alpha chain) 2346 756 3.10 <0.001 1370 571 2.40 0.547

HBQ1

Hemoglobin subunit theta-1 (Hemoglobin theta-1 

chain)

359 138 2.61 <0.001 244 205 1.19 69.301

TES Testin (TESS)  190 126 1.51 0.001 1100 448 2.45 0.129

CTSD Cathepsin D Precursor 9947 5293 1.88 <0.001 13353 8380 1.59 0.062
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		Associated Gene Name		Description		5' Capped RNA								3' Poly(A) RNA
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		Cell Structure

		FLNA		Filamin-A		1801		585		3.08		<0.001		1952		825		2.37		6.107

		MAP1A		Microtubule-associated protein 1A 		110		58		1.90		<0.001		79		60		1.32		0.140

		ARHGAP4		Rho GTPase-activating protein 4 		524		220		2.38		<0.001		1592		632		2.52		0.466

		MPP1		55 kDa erythrocyte membrane protein (p55)(Membrane protein, palmitoylated 1) 		443		237		1.87		<0.001		2077		784		2.65		2.203

		EHD1		EH domain-containing protein 1 (Testilin)		453		270		1.68		<0.001		675		454		1.49		8.438

		PLXNA3		Plexin-A3 Precursor (Plexin-4)		249		142		1.76		<0.001		453		267		1.70		0.749

		SEPT8		Septin-8  		195		120		1.63		<0.001		645		374		1.73		0.277

		SYT8		Synaptotagmin-8 		550		153		3.59		<0.001		1791		289		6.19		0.212

		Cell Growth

		MAP3K1		Mitogen-activated protein kinase kinase kinase 1		219		146		1.51		<0.001		389		230		1.69		0.185

		FZD1		Frizzled-1 Precursor (Fz-1)(hFz1)(FzE1)		164		99		1.66		<0.001		228		148		1.54		0.739

		Cell Metabolism

		G6PD		Glucose-6-phosphate 1-dehydrogenase 		463		268		1.73		<0.001		625		443		1.41		12.430

		P4HA2		Prolyl 4-hydroxylase subunit alpha-2 Precursor 		149		89		1.66		<0.001		345		244		1.41		2.898

		PYGM		Glycogen phosphorylase, muscle form		142		87		1.63		<0.001		218		144		1.51		1.267

		RENBP		N-acylglucosamine 2-epimerase		262		130		2.01		<0.001		469		281		1.67		1.534

		UQCRQ		ubiquinol-cytochrome c reductase hinge protein		219		136		1.61		<0.001		975		621		1.57		2.693

		Immune Response

		*IRF1		Interferon regulatory factor 1 (IRF-1)		674		323		2.09		0.033		2087		1363		1.53		51.505

		LILRA1		Leukocyte immunoglobulin-like receptor subfamily A member 1 Precursor 		192		121		1.58		<0.001		219		171		1.28		18.386

		LILRA4		Leukocyte immunoglobulin-like receptor subfamily A member 4 Precursor		106		64		1.64		<0.001		126		102		1.24		7.956

		*LILRB2		Leukocyte immunoglobulin-like receptor subfamily B member 2 Precursor		756		359		2.10		0.015		1186		756		1.57		7.591

		*LILRB4		Leukocyte immunoglobulin-like receptor subfamily B member 4 Precursor		191		92		2.06		<0.001		378		246		1.54		0.388

		RFX5		DNA-binding protein RFX5 		292		174		1.68		<0.001		899		523		1.72		0.729

		TRIM34		Tripartite motif-containing protein 34 		108		65		1.67		<0.001		204		138		1.48		0.760

		Miscellaneous

		C11orf21		Uncharacterized protein C11orf21 		113		75		1.50		<0.001		229		119		1.93		0.142

		HBA1		Hemoglobin subunit alpha (Hemoglobin alpha chain)		2346		756		3.10		<0.001		1370		571		2.40		0.547

		HBQ1		Hemoglobin subunit theta-1 (Hemoglobin theta-1 chain)		359		138		2.61		<0.001		244		205		1.19		69.301

		TES		Testin (TESS) 		190		126		1.51		0.001		1100		448		2.45		0.129

		CTSD		Cathepsin D Precursor		9947		5293		1.88		<0.001		13353		8380		1.59		0.062






