Septin 1 bait
	Protein name/ abreviation
	Number of clones

Total/HFB/ LEU
	Coded protein residues
	Acession number
	Function
	Protein domains (in retrieved regions)
	Reference



	Septin 1

 (SEPT1)
	03/ - / 03
	(372)

1-372
	NM_052838.2
	Cell division, cell cycle 
	Full length
	Mori, et al, 1996

	Septin 2 (SEPT2)
	02 /01 / 01 
	(367)

1-367
	BAA09928
	Cell division, cell cycle, cytokinesis 
	Full length
	Kinoshita, et al, 1997

	Septin 6 (SEPT6)
	14 / 01 / 13
	(491)
1-491
	EAW89857
	Cell division, cell cycle 
	Full length
	Ono, et al, 2002

	Septin9 (SEPT9)
	15 / 0 / 15
	(422)

1-422
32-422

77-422

126-422

69-422
	NM_001113492


	Cell cycle, cell division
	Full length

GC
	Osaka, et al, 1999

	Septin 11 (SEPT11)
	03 / 03 / -
	(429)

1-429

32-429
	NM_018243


	Cell cycle, cell division
	Full length

GC
	Hanai, et al, 2004

	Septin 4 (SEPT4)
	01 / - / 01
	(459)

78-459
	NM_080416
	Cell cycle, cytokinesis, regulation of apoptosis
	GC
	Xie, et al, 1999

	Septin 5 (SEPT5)
	01 / - / 01
	(369)

18-369
	NM_002688


	Cell cycle, cytokinesis, regulation of exocytosis, synaptic vesicle targetin 
	GC 
	Yagi, et al, 1998

	Ubiquitin-conjugating enzyme E2I (UBE2I)
	03/ 03/ -
	(158)

1-158

7-158
	NM_003345
	Cell cycle, Cell division, regulation of protein metabolic process, mitosis, ubiquitin cycle
	Full lenght
	Watanabe, et al, 1996

	spindle and kinetochore-associated protein 2 isoform 1-SKA1
	01 / - / 01
	(121)
1 - 121
	NM_182620


	maintenance of the metaphase plate and/or   spindle checkpoint silencing
	Full lenght
	Hanisch et al, 2006

	centriole associated protein CEP110
	02 / - / 02
	(994)

660-994

567-994
	AF083322
	centrosome maturation.
	c-terminal domain
	Young et a,l 2002


Septin 2 bait
	Protein name/ abreviation
	Number of clones

Total/HFB/ LEU
	Coded protein residues
	Acession number
	Function
	Reference

	Septin 4 (SEPT4)
	01 / - / 01
	
	EAW94449.1 
	Apoptosis, cell cycle, cytokinesis 
	Xie, et al, 1999

	Septin 6 (SEPT6)
	05 / 03 / 02
	491/26-340
	EAW89853.1

EAW89857.1 
	Cell cycle, cell division, cytokinesis, heterooligomerization
	Kinoshita, et al, 2000

	Ankyrin repeat and zinc finger domain containing 1 (ANKZF1) 
	01 / - / 01 
	(726) 41/728 
	EAW70708
	Metal ion binding, zinc ion binding
	Venter, et al, 2001

	Dynactin 2 (DCTN2) 
	01 / - / 01 
	(406) 157/314 
	EAW97028 
	Cell proliferation, mitosis, mitotic spindle organization
	Venter, et al, 2001 

	coiled-coil domain containing 45 (CCDC45) 
	01 / - / 01 
	(821) 194-211
	BAF83276.1
	Protein binding
	Wakamatsu, et al

	Proprotein convertase subtilisin/kexin type 1 inhibitor-
PC-S/K-I
	01 / 01/ -
	260/180-247
	NP_037403.1
	Members of the subtilisin-like proprotein convertase

family process latent precursor proteins into their biologically

active products. The protein encoded by this gene appears to

function as an endogenous inhibitor of proprotein convertase

subtilisin/kexin type 1
	Wada et al., 2004

	MAP3K12-binding inhibitory protein 1 (MAPK upstream kinase-binding inhibitory protein) (MUK-binding nhibitory protein)
	01 / 01/ -
	344/149-344
	Q9NS73.2
	Inhibits the MAP3K12 activity to induce the activation

of the JNK/SAPK pathway
	Fukuyama et al., 2000

	Ribosomal protein S6 kinase-like 1, isoform CRA_d
	01 / 01/ -
	389/367-389
	EAW81206.1
	Phosphotransferases of the serine or threonine-specific

kinase subfamily
	Venter, et al, 2001

	Ubiquitin-conjugating enzyme E2I (UBC9 homolog, yeast)
	01 / 01/ -
	188/5-188
	AAH51289.3
	Ubiquitin-conjugating enzyme E2, catalytic (UBCc)

domain. This is part of the ubiquitin-mediated protein

degradation pathway
	Watanabe, et al, 1996


Septin 3 bait
	Protein name/ abreviation
	Number of clones

Total/HFB/ LEU
	Coded protein residues
	Acession number
	Function
	Protein domains (in retrieved regions)
	Reference



	Septin 6  

 (SEPT6)
	06 / 06 / - 
	(427)

4-427
	NM_145799.3 
	cytokinesis and cell cycle control
	Full length

NGC
	Kinoshita, et al, 2000

	Septin 11 

(SEPT11)
	05 / 05 / -  
	(429)

7-429
	NM_018243.2
	cytokinesis and cell cycle control
	Full length

NGC
	Hanai et al., 2004

	Actin beta 

(ACTB)
	01 / 01 / -
	(375)

219-375
	NM_001101.3
	Cell motility, structure and integrity 
	Partial actin domain
	Vandekerckhove, et al, 1978

	ATP-binding cassette, sub-family B (MDR/TAP), member 10 (ABCB10)
	01 / 01 / - 
	(738)

195-738
	NM_012089
	transmembrane transport, transport 
	(171) ABC membrane and AAA domains
	Allikmets, et al, 1995

	Caspase 8 associated protein 2 (CASP8AP2)
	05 / 05 / -
	(1982)

 987-1982
	NM_012115
	Activation of caspase activity, apoptosis, cell cycle, regulation of transcription
	SANT domain
	Imai, et al, 1999

	Eukaryotic translation initiation factor 4A (EIF4A)
	01 / 01 / - 
	(406)

103-406
	NM_001416 
	Translation
	Part of DEADc domain and HELICc domain 
	Reddy, et al, 1988

	exosome component 9 (EXOSC9)
	01 / 01 / - 
	(439)

138-439
	NM_005033
	RNA processing, immune response
	RNAse PH C domain
	Alderuccio, et al, 1991

	GABA(A) receptor-associated protein-like 2 (GABARAPL2)
	01 / 01 / - 
	(117)

1-117
	NM_007285 
	Regulation of ATPase activity, transport
	GABARAP domain
	Sagiv, et al, 2000

	Heterogeneous nuclear ribonucleoprotein H3 (HNRNPH3)
	01 / 01 / - 
	(346)

84-346
	NM_012207 
	RNA processing, RNA splicing 
	RRM domain
	Rasmussen, et al, 1992

	Myosin IB (MYO1B) 
	01 / 01 / - 
	(1078)

701-1078
	NM_012223
	Involved in the traffic along the endocytic pathway
	IQ and Myosin TH1 domains
	Ruppert, et al, 1993

	Peroxiredoxin 2 (PRDX2)
	01 / 01 / - 
	(198)

1-198
	NM_005809
	Anti-apoptosis, activation of MAPK activity, cell redox homeostasis, T cell proliferation
	AhpC-TSA and 1-cysPrx C domains
	Rasmussen, et al, 1992

	polo-like kinase 2 (PLK2) 
	01 / 01 / - 
	(685)

440-685
	NM_006622 
	Mitotic cell cycle, phosphorylation
	POLO box domain
	Kauselmann, et al, 1999

	Protein inhibitor of activated STAT3 (PIAS3)
	04 / 04 / -
	(628)

110-628

336-628


	NM_006099
	Regulation of protein sumoylation, regulation of transcription, response to hormone stimulus 
	zf-MIZ domain
	Chung, et al, 1997

	Intraflagellar transport 27 (IFT27)
	01 / 01 / - 
	(185)

 22-185
	NM_006860
	Rab-like small G protein, cell-cycle control
	Small GTPase domain
	Qin, et al, 2007

	Ribosomal protein L14 (RPL14)
	01 / 01 / - 
	(215)

40-215
	NM_003973
	rRNA processing, translation
	Ribosomal L14e domain
	Li, et al, 1993

	Ribosomal protein S24 (RPS24)
	01 / 01 / - 
	(130)

1-130
	NM_033022
	rRNA processing, translation
	Ribosomal S24e domain
	Brown, et al, 1990

	Stathmin-like 2 (STMN2)
	01 / 01 / - 
	(179)

1-179
	NM_007029 
	Intracellular signaling cascade, neuron differentiation
	Stathmin domain
	Okazaki, et al, 1995

	SMT3 supressor of mif two 3 homolog 1 (SUMO1)
	01 / 01 / -
	(101)

1-101 
	NM_003352
	Protein sumoylation, regulation of protein localization
	UBQ domain
	Shen, et al, 1996

	Transmembrane protein 93 (TMEM93) 
	01 / 01 / - 
	(110)

 10-110
	NM_031298 
	integral to membrane, non-defined 
	Rab5ip superfamily domain
	Oh, et al, 2005

	Ubiquitin-conjugating enzyme E2I (UBE2I)
	19 / 19 / -
	(158)

1-158, 7-158, 39-158 


	NM_003345
	Cell division, regulation of protein metabolic process, ubiquitin cycle
	UBCc domain
	Watanabe, et al, 1996 

	Thymine-DNA glycosylase-TDG
	02 / 02 / -
	(410)

24-410, 89-158 


	NM_003211
	DNA repair, DNA demethylase, gene regulation
	UDG domain
	Cortázar et al., 2007


( ( septin 3 bait continued ( )

Septin 4 (amino acids 124-478) bait
	Protein name/ abreviation
	Number of clones

Total/HFB/ LEU
	Coded protein residues
	Acession number
	Function
	Reference

	Septin 6 (SEPT6)
	2/ 2 / -
	4-251
	NM_145802
	Cell cycle, cell division, cytokinesis, heterooligomerization
	Ono et al., 2003

	Septin 8 (SEPT8)
	1 / 01 / -
	51-164
	NM_015146
	Cell cycle, cell division
	Bläser et al., 2003

	Septin 10 (SEPT10)
	03 / 03 / -
	1-103
	NM_144710
	Cell cycle, cell division, 
	Sui et al., 2003

	Septin 11 (SEPT11)
	07 / 07 / -
	7-289
	NM_018243
	Cell cycle, cell division
	Hanai et al., 2004

	CASC3
	01 / 01 / -
	703/ 592-641
	NM_007359
	RNA splicing, regulation of translation, transport
	Tomasetto, et al, 1995

	Ubiquitin-conjugating enzyme E2I (UBE2I)
	08/ 08/ -
	158/ 1-158


	NM_003345
	Cell division, regulation of protein metabolic process, ubiquitin cycle
	Watanabe et al., 1996

	VEGFR-1
	03 / 03 / - 
	1338/ 1103-1189
	NM_002019
	Cell differentiat., positive regulation cell migration, Receptor Tyr kinase
	Matsushime, et al, 1987


Septin 5 bait
	Protein name/ abreviation
	Number of clones

Total/HFB/ LEU
	Coded protein residues
	Acession number
	Function
	Protein domains (in retrieved regions)
	Reference



	Septin 2 (SEPT2)
	01 / - / 01 
	(367)

1-367
	BAA09928
	Cell division, cell cycle, cytokinesis 
	Full length
	Kinoshita, et al, 1997

	Septin 5 (SEPT5)
	01 / 01 / -
	(369)

1-369
	NM_002688


	Cell cycle, cytokinesis, regulation of exocytosis, synaptic vesicle targetin 
	Full length 
	Yagi, et al, 1998

	Septin 6 (SEPT6)
	08 / 01 / 07
	(491)

1-491
	EAW89857
	Cell division, cell cycle 
	Full length
	Ono, et al, 2002

	Septin 8 (SEPT8)
	06 / 06 / -
	(429)

1-429
	NM_015146


	Cell cycle, cell division,  platelet granular secretion 
	NGC
	Bläser, et al, 2003

	Septin 11 (SEPT11)
	03 / 03 / -
	(429)

1-429
	NM_018243


	Cell cycle, cell division
	Full length
	Hanai, et al, 2004

	sorting nexin 6 (SNX6) 
	01 / - / 01 
	(406)

307-406
	AAD27829


	intracellular

trafficking
	C-terminal dimerisation domain
	Parks, et al, 2001

	ubiquitin-conjugating enzyme E2I (UBE21)
	06 / 03 / 03 
	(158) 

1-158

7-158

8-158

9-158
	NM_003345
	Cell cycle, Cell division, regulation of protein metabolic process, mitosis, ubiquitin cycle
	Full length 
	Watanabe, et al, 1996


Septin 6 bait
	Protein name/ abreviation
	Number of clones

Total/HFB/ LEU
	Coded protein residues
	Acession number
	Function
	Reference

	Septin 9 (SEPT9)
	96/ 32 / 64
	(586)

129-568

169-568

222-568

263-568
	NM_006640
	Cell cycle, cell division, heterooligomerization
	Osaka, et al, 1999

	Septin 5 (SEPT5)
	12 / 08 / 04
	(369)

1-369

17-369

39-369

30-369
	NM_002688
	Cell cycle, cytokinesis, regulation of exocytosis, synaptic vesicle targeting
	Yagi, et al, 1994

	Septin 7 (SEPT7)
	09 / 05 / 04
	(436)

65-437

23-436
	NM_001788
	Cell cycle, cell division, cytokinesis, heterooligomerization
	Nakatsuru, et al, 1994

	Septin 1 (SEPT1)
	08 / 0 / 08
	(367)

1-367
	NM_052838
	Cell cycle, cell division
	Mori, et al, 1996

	Septin 4 (SEPT4)
	05 / 03 / 02
	(459)

1-230

101-478
	NM_080416
	Cell cycle, cytokinesis, regulation of apoptosis
	Xie, et al, 1999

	Septin 2 (SEPT2)
	05 / 02 / 03
	(361)

1-361
	NM_004404
	Cell cycle, cell division, mitosis, regulation of protein localization
	Mori,  et al, 1996

	Septin 3 (SEPT3)
	01 / 01 / 0
	(358)

1-210
	NM_145733
	Cell cycle, cytokinesis
	Dunham, et al, 1999

	Ubiquitin-conjugating enzyme E2I (UBE2I)
	07/ 07/ 0
	(158)

1-158

7-158
	NM_003345
	Cell cycle, Cell division, regulation of protein metabolic process, mitosis, ubiquitin cycle
	Watanabe, et al, 1996

	Small ubiquitin-like modifier (SUMO)
	03/ 03/ 0
	(101)

1-101
	NM_003352
	DNA repair, Protein sumoylation, regulation of protein localization
	Shen, et al, 1996

	CASP8 associated protein 2 (CASP8AP2)
	02/ 02/ 0
	(1986)

1368-1710
	NM_012115
	Apoptosis, caspase activation, cell cycle, transcription
	Imai, et al, 1999

	Protein inhibitor of activated STAT (PIAS3)
	02/ 02/ 0
	(628)

110-400
	NM_006099
	DNA binding, 

regulation of protein sumoylation, transcription
	Chung, et al, 1997

	Topoisomerase I binding, arginine/serine-rich (TOPORS)
	02/ 02/ 0
	(1045)

590-900
	NM_005802
	Apoptosis, Response to DNA damage stimulus, transcription, ubiquitin cycle


	Haluska, et al, 1999

	Actin-related protein 2 (ACTR2)
	01/ 0/ 01  
	(399)

224-247
	NM_005722
	Cell motility
	Welch, et al, 1997

	HIPK3
	01/ 0/ 01
	(1215)

865-1050
	NM_001048200
	Anti-apoptosis, apoptosis, negative regulation of JNK activity, peptidyl-S/T phosphorylation
	Begley, et al, 1997

	Malate dehydrogenase 1 (MDH1)
	01/ 01/ 0
	(334)

1-290
	NM_005917
	NAD metabolic process, glycolysis, cellular carbohydrate metabolic process
	Larson et al., 1982


Septin 7 bait
	Protein name/ abreviation
	Number of clones

Total/HFB/ LEU
	Coded protein residues
	Acession number
	Function
	Protein domains (in retrieved regions)
	Reference



	Septin 1

 (SEPT1)
	01 / - / 01
	(372)

12-218

 
	NM_052838.2
	Cell division, cell cycle 
	NG
	Mori, et al, 1996

	Septin 4   

(SEPT4)
	03 / 03 / - 
	(478)

53-459 

 42-459
	NM_080416
	Cell cycle, cytokinesis, regulation of apoptosis
	GC
	Xie, et al, 1999

	Septin 6  

 (SEPT6)
	11 / 01 / 10 
	(491)

90- 491

1-491, 4-491, 3-491
	EAW89857
	Cell division, cell cycle 
	Full length

GC
	Ono, et al, 2002

	Septin 9  

 (SEPT9)
	34 / 01 / 33
	(422)

1 - 422

117-422, 77-422

126-422, 32-422

95-422, 69-422


	NM_001113492


	Cell cycle, cell division
	Full length

GC
	Osaka, et al, 1999

	Septin 10 

(SEPT10)
	01 / 01 / - 
	(454)

1-454
	NM_144710.2
	Cell cycle, cell division 
	Full length
	Sui, et al, 2003

	Septin 11 

(SEPT11)
	01 / 01 / - 
	(429)

219 - 429
	NM_018243


	Cell cycle, cell division
	GC
	Hanai, et al, 2004

	Ankirin repeat domain 12 (ANKRD12)
	01 / 01 / - 
	(2062)

379-642
	NM_015208.3
	Nuclear protein

Unknown function 
	protein-protein interaction domain
	Zhang, et al, 2004

	ralA binding protein 1 
(RALBP1)
	02 / - / 02
	(655)

511-655
	NM_006788.3
	Regulation of GTPase activity, transport
	C-terminal domain
	Jullien-Flores, et al, 1995

	zinc finger protein 451 (ZNF451) 
	01 / - / 01
	(559)

1-559
	CAH71222


	regulation of transcription
	Full length
	Karvonen, et al, 2008


Septin 8 bait
	Protein name/ abreviation
	Number of clones

Total/HFB/LEU
	Coded protein residues
	Acession number
	Function
	Reference

	Septin 9 (SEPT9)
	49 / 11 / 38
	(586)

13-568, 15-500, 32-568, 63-568, 97-500, 234-568, 240-568, 249-568, 270-568, 283-568, 308-568, 393-568


	NM_006640
	Cell cycle, cell division, heterooligomerization 
	Osaka, et al, 1999

	Septin 7 (SEPT7)
	 22 / 08 / 14
	(436)

11-400, 11-436, 23-436,  25-400
	NM_001788
	Cell cycle, cell division, cytokinesis, heterooligomerization
	Nakatsuru, et al, 1994

	Septin 4 (SEPT4)
	 09 / 08 / 01
	(459)

1-250, 1-300, 58-260, 60-290, 120-478
	NM_080416
	Cell cycle, cytokinesis, regulation of apoptosis
	Xie, et al, 1999

	Septin 2 (SEPT2)
	 06 / 0 / 06 
	(361)

1-361
	NM_004404
	Cell cycle, cell division,

mitosis, regulation of protein localization
	Mori,  et al, 1996

	Septin 5 (SEPT5)
	 05 / 05 / 0 
	(369)

1-350, 4-350
	NM_002688
	Cell cycle, cytokinesis, regulation of exocytosis, synaptic vesicle targeting
	Yagi, et al, 1994

	Septin 1 (SEPT1)
	 03 / 0 / 03 
	(367)

1-367
	NM_052838
	Cell cycle, cell division
	Mori, et al, 1996

	complement component 1, q subcomponent binding protein (C1QBP)
	08/ 03/ 05
	(282)

3-282, 7-282, 

28-282, 71-282, 

82-282
	NM_001212
	Immune response, protein binding
	Busby, et al, 1990

	Centromere protein F (CENPF)
	03/ 03/ 0
	(3114)

2773-3114
	NM_016343
	Cell division, cell proliferation, kinetochore assembly, response to drug
	Testa, et al, 1994

	Cerebral endothelial cell adhesion molecule (CERCAM)
	05/ 05/ 0
	(595)

3-160
	NM_016174
	Cell adhesion, cellular component movement
	Starzyk, et  al, 2000

	Cell cycle associated protein 1 (CAPRIN1)
	01/ 0/ 01
	(709)

140-200
	NM_005898
	Cell cycle
	Ellis, et al, 1995

	Endoplasmic reticulum protein 29 (ERP29)
	01/ 0/ 01
	(261)

1-261
	NM_006817
	Intracellular protein transport, protein secretion, protein folding
	Hochstrasser, et al, 1992

	Family with sequence similarity 89, member B (FAM89B)
	01/ 0/ 01
	(189)

102-189
	NM_001098785
	?
	Golovkin, et al, 1998

	Histone deacetylase 11 (HDAC11)
	01/0/ 01
	(347)

181-211
	NM_024827
	Transcription, histone deacetylation, chromatin modification
	Gao, et al, 2002

	Kinesin family member 14 (KIF14)
	01/ 0/ 01
	(1648)

139-351
	NM_014875
	Microtubule-based movement, translation
	Nakagawa, et al, 1997

	Lamin B1 (LMNB1)
	01/ 0/01
	(586)

322-381
	MN_005573
	Mitosis, protein binding, structural molecule activity
	Lin and Woman, 1995

	Lymphocyte cytosolic protein 1 (LCP1, plastin-2)
	01/ 0/ 01
	(627)

1-240
	NM_002298.2
	actin filament bundle assembly, regulation of intracellular protein transport
	Lin, et al, 1988

	Pre-B-cell leukemia homeobox interacting protein 1 (PBXIP1)
	01/ 0/ 01
	(731)

100-300
	NM_020524.2
	Cell differenciation, multicellular organismal development, negative regulation of transcription
	Epplen and Epplen, 1994

	Protein inhibitor of activated STAT, 3 (PIAS3)
	01/ 01/ 0
	(628)

110-460
	NM_006099
	regulation of protein sumoylation, transcription 
	Chung, et al, 1997

	SH2B adaptor protein 3  (SH2B3)
	01/ 0/ 01
	(575)

532-560
	NM_005475.2
	Cell differenciation, embryonic hemopoiesis, intracellular signaling cascade
	Motto, et al, 1996

	SWI/SNF related, matrix associated, actin dependent regulator of chromatin, subfamily c, member 2 (SMARCC2)
	01/ 0/ 01
	(1214)

604-890
	NM_139067
	Transcription, chromatin assembly or disassembly, chromatin remodeling
	Wang, et al, 1996

	Ubiquitin fusion degradation 1 like (yeast) (UFD1L)
	01/ 0/ 01 
	(307)

1-307
	NM_005659
	Skeletal development, ubiquitin cycle, ubiquitin-dependent protein catabolic process
	Pizzuti, et al, 1997

	Zinc finger protein 451 

(ZNF451)
	01/ 0/ 01 
	(1061)

1-272
	NM_001726133
	Regulation of transcription
	Adams, et al, 2005


( ( septin 8 bait continued ( )

Septin 9, full-length protein, bait
	Protein name/ abreviation
	Number of clones

Total/HFB/ LEU
	Coded protein residues
	Acession number
	Function
	Protein domains (in retrieved regions)
	Reference



	Septin 6 (SEPT6)
	05/- / 05
	(427)

8-427

(429)

8-429

(434)

8-434
	NM_145802

NM_145800

NM_015129
	Cell cycle, cytokinesis
	Full length

NGC
	Kinoshita, et al,  2000 

	Septin 7 (SEPT7)
	03 / - / 03
	(437)

11-437

(436)

5-436, 11-436
	NM_001788

NM_001011553
	Cell cycle, cell division, cytokinesis, 
	Full length

NGC
	Nakatsuru, et al, 1994


Septin 9, N-terminal region only (amino acids 1-269), bait
	Protein name/ abreviation
	Number of clones

Total/HFB/ LEU
	Coded protein residues
	Acession number
	Function
	Protein domains (in retrieved regions)
	Reference



	Filamin A (FLNA)
	03/ - /03
	2647)

2162-2647

(2639)

1104-2639

(2612)

908-2612
	NM_001110556

NM_001456

AB371579
	actin cytoskeleton  organization, scaffold, anchor for transmembrane proteins


	Filamin-type immunoglobulin domains
	van der Flier and Sonnenberg, 2001.

	SH3-domain kinase binding protein 1 (SH3KBP1 / HSB1 / CIN85 / GIG10 / HSB-1 / MIG18 / CD2BP3)
	02/ - /02
	(665)

11-665

(628)

8-628
	NM_031892
NM_001024666
	cytoskeleton remodeling, vesicle-mediated transport, signal transduction, cell death
	SH3 domains
	Havrylov et al., 2010


Septin 10 bait
	Protein name/ abreviation
	Number of clones

Total/HFB/ LEU
	Coded protein residues
	Acession number
	Function
	Reference



	zinc finger and BTB domain containing 16 (ZBTB16)


	03 / 03 / -
	(673)

 20 - 673

152 -673

290 - 673


	NM_006006 
	cell cycle progression, apoptosis 
	Chen, et al, 1993
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Results of the statistical analysis

#            1+2+4+5 6+8+10+11 TotCol

#  1+2+4+5        10        53     63

#  6+8+10+11      52         0     52

#  TotLin         62        53    115

#  

#  Fisher's Exact Test for Count Data

#  P value = 0, Diagnostic: (P <= 0.001)  SIGNIFICATant
#  alternate hypothesis: Odds Ratio not equal to 1 (two.sided)

#  Odds Ratio = 0

#  Interval of confidence (95%) = 0 a 0.02

#          1+2+4+5 3+9 TotCol

#  1+2+4+5      10   0     10

#  3+9          15   0     15

#  TotLin       25   0     25

#  

#  Fisher's Exact Test for Count Data

#  P value = 1, Diagnostic: not significant
#  alternate hypothesis: Odds Ratio not equal to 1 (two.sided)

#  Odds Ratio = 0

#  confidence interval (95%) = 0 a Inf

#          1+2+4+5   7 TotCol

#  1+2+4+5      10   4     14

#  7             0   0      0

#  TotLin       10   4     14

#  

#  Fisher's Exact Test for Count Data

#  P value = 1, Diagnostic: not significant
#  alternate hypothesis:  Odds Ratio note qual to 1 (two.sided)

#  Odds Ratio = 0

#  confidence Interval (95%) = 0 a Inf

#            6+8+10+11 3+9 TotCol

#  6+8+10+11         0  16     16

#  3+9             146   0    146

#  TotLin          146  16    162

#  

#  Fisher's Exact Test for Count Data

#  P value = 0, Diagnostic: (P <= 0.001) significant
#  alternate hypothesis:  Odds Ratio note qual to 1 (two.sided)

#  Odds Ratio = 0

#  confidence Interval(95%) = 0 a 0

#            6+8+10+11   7 TotCol

#  6+8+10+11         0  13     13

#  7                31   0     31

#  TotLin           31  13     44

#  

#  Fisher's Exact Test for Count Data

#  P value = 0, Diagnostic: (P <= 0.001) SIGNIFICAnt
#  alternate Hypothesis: Odds Ratio note qual to 1 (two.sided)

#  Odds Ratio = 0

#  confidence interval (95%) = 0 a 0.02

#         3+9   7 TotCol

#  3+9      0  34     34

#  7        3   0      3

#  TotLin   3  34     37

#  

#  Fisher's Exact Test for Count Data

#  P value = 0, Diagnostic: (P <= 0.001)  SIGNIFICant
#  alternate hypothesis: Odds Ratio note qual to 1 (two.sided)

#  Odds Ratio = 0

#  confidence Interval (95%) = 0 a 0.11

Whole table:

$porc.tot

1 1     2       4         5      6       8       10     11        3      9       7   TotCol   

0.80% 0.00%    0.00%   0.00%   2.12%   0.80%   0.00%   0.00%   0.00%   0.00%   0.27%   3.98%

2 0.53% 0.00%  0.00%   0.27%   1.33%   1.59%   0.00%   0.00%   0.00%   0.00%   0.80%   4.51%

4 0.27% 0.27%  0.00%   0.00%   1.33%   2.39%   0.00%   0.00%   0.00%   0.00%   0.00%   4.24%

5 0.27% 0.00%  0.00%   0.27%   3.18%   1.33%   0.00%   0.00%   0.00%   0.00%   0.00%   5.04%

6 3.71% 1.33%  0.53%   2.12%   0.00%   0.00%   0.00%   0.00%   1.59%   1.33%   2.92%  13.53%

8 0.00% 0.00%  0.27%   1.59%   0.00%   0.00%   0.00%   0.00%   0.00%   0.00%   0.00%   1.86%

10 0.00% 0.00% 0.80%   0.00%   0.00%   0.00%   0.00%   0.00%   0.00%   0.00%   0.27%   1.06%

11 0.80% 0.00% 1.86%   0.80%   0.00%   0.00%   0.00%   0.00%   1.33%   0.00%   0.27%   5.04%

3 0.00% 0.00%  0.00%   0.00%   0.27%   0.00%   0.00%   0.00%   0.00%   0.00%   0.00%   0.27%

9 3.98% 0.00%  0.00%   0.00%  25.46%  13.00%   0.00%   0.00%   0.00%   0.00%   9.02%  51.46%
7 0.00% 0.00%  0.00%   0.00%   2.39%   5.84%   0.00%   0.00%   0.00%   0.80%   0.00%   9.02%

TotLin  
10.34% 1.59%  3.45%   5.04%  36.07%  24.93%   0.00%   0.00%   2.92%   2.12%  13.53% 100.00%

fisher.test (sept, simulate.p.value = T)

Fisher's Exact Test for Count Data with simulated p-value (based on 2000 replicates)

data:  sept 

p-value = 0.0004998

alternative hypothesis: two.sided 

