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SUPPLEMENTARY INFORMATION FIGURE S3 

 

Binding of the inhibitor 72 in the active site of 15-PGDH as predicted by docking studies. The 
view shows a cut-through into the substrate pocket of 15-PGDH, with the volume of the pocket 
indicated by a green mesh. Key amino acid residues are labelled. The figures were created using ICM 
(Molsoft, LLC). 


