Table S3
	Gene
	SNP
	Genotyping
	RT
	Accession Number
	Reference

	
	
	Size (bp)
	D
	Primer 5’-3’
	Size (bp)
	D/

Isoform
	Primer 5’-3’
	
	

	NAP1L5
	rs710834
	389
	F
	GCGGCTTCTCCTCTAACATG
	NM_153757
	[1]

	
	
	
	R
	GGTGAGCTCTTGGATCTTGG
	
	

	PLAGL1
	rs2092894
	203
	F
	CAAGAGGACACGCTAAGAACG
	662
	ISO1 F
	AGCCGTGCTCACAGCTCAG
	NM_002656
	[2]

	
	
	
	
	
	589
	ISO2 F
	CGGACTCCAGAACTTTCCAA
	NM_001080951
	

	
	
	
	R
	TGGTGGACCCTACCTCAGTT
	
	

	IGF2R
	rs614754

rs1805075
	222
	F
	GTTGTCTGCCCTCCAAAGAA  
	NM_000876
	JF

	
	
	
	R
	CATAGTATTCCCACTTGAG
	283
	R
	ctttggagtacgtgacaac
	
	

	GRB10
	rs1800504
	160
	F
	GTCAGACACGGTGCCCCTCCT
	
	NM_005311
	[3]

	
	
	
	R
	ATAAGGCCTGGACCTACCTGACA
	166
	R
	CTGGTCTTCCTCCTGAAGGCGC
	
	

	PEG10
	ACI1
	352
	F
	ACAGAGATGTAAGAGGCAGGC
	NM_015068
	[4]

	
	
	
	R
	ATTCACAGCATTGTAAGAAGTTCAC
	
	

	MEST
	rs1050582
	274
	F
	GATGACCACATTAGCCACTATC
	1214
	ISO1 F
	ATGGGATAACGCGGCCATGGTG
	NM_002402


	[5], JF

	
	
	
	
	
	1203
	ISO2 F
	AGTCCTGTAGGCAAGGTCTTACCTG
	NM_177524
	

	
	
	
	R
	CTATTATGTCAACTTAGTCAG
	
	

	INPP5F_V2
	rs3188055
	634
	F
	GATTACTGTTGCTCATGGGAGTGG
	1438
	F
	TCCGACTGCCTGTTACGTGC
	NR_003252
	[1]

	
	
	
	R
	CTGAATTATCCGTGTCTGGCATTG
	
	R
	GGGTTTTTTGAGATGCAACTGAATG
	
	

	SLC22A18
	rs1048046

rs1048047
	227
	F
	CCCGGATCAACTGGACTTTTG
	NM_183233
	[6]

	
	
	
	R
	GGCACGATGGAGAACTGCATG
	295
	R
	GCACCCCGAAGGTGGTTTGCA
	
	

	KCNQ1OT1
	MSP1

rs231357
	197
	F
	GCTACATCTCTCTTCCAAATC
	NM_000128
	[6]

	
	
	
	R
	ACAATGTCTTGATAAAGGGG
	
	

	
	SAC1

rs231359
	190
	F
	CTTGAGAGAAACAATCCCACAG
	
	

	
	
	
	R
	GTATGGCTTTTCAGTGTTCC
	
	

	
	rs10832514
	277
	F
	gaatcagatgccctcaatctg
	
	[7]

	
	
	
	R
	CACAAGTTGGAGAGGGCTGAG
	
	

	KCNQ1
	rs1057128
	190
	F
	ctgtcactgcctgcactttg
	271
	F
	CTTCGCCGAGGACCTGGACCTG
	NM_000218
	[6]

	
	
	
	R
	GCCGTTTGGCCGTGCCCAC
	
	R
	GGGAAGCCCTCACTGTTCATC
	
	

	IGF2
	APA1
	235
	F
	CTTGGACTTTGAGTCAAATTGG
	NM_000612
	[8]

	
	
	
	R
	CTCCTTTGGTCTTACTGGG
	
	

	NDN
	rs2192206
	540
	F
	gcccgaatacgagttctttt
	NM_002487
	[9]

	
	
	
	R
	cacacatcatcagtcccata
	
	

	SNRPN
	rs705
	423
	F
	catcagtcctaagtgtgtc
	293
	F
	CAGGCATTCTTAGCTGAGAC
	NM_022806
	JF

	
	
	
	R
	GATCACTGCACATGCTGGCAAAC
	
	R
	CATCTTGCAGGATACATCTC
	
	

	IPW
	rs691
	396 
	F
	CTGCATGATTTTTTTTCAAAAA
	NR_023915
	[10]

	
	
	
	R
	ATATAGGGAGGTTCATTGCACA
	
	

	GNAS ALL ISOFORMS
	rs7121
	644
	F
	gtcgggatgtctttatgaaag
	
	F
	CTGCAAGGAGCAACAGCGATG
	
	JF

	
	
	
	R
	CAGGGCTGTCACTCATGTTC
	
	R
	GTCAATCAGCTGGTACTCGTTG
	
	

	GNAS
	
	
	
	365
	F


	CCACGCACCGCCTGCTGCTG
	NM_001077489
	

	EXON 1A
	
	
	
	551
	F
	GGTTAGAAGCTCTGCTCCC
	NR_003259
	

	
	
	
	
	
	R
	
	CTGTGGGAGGATGAAGGAGTGC
	
	

	
	
	
	
	259
	F
	+ Exon3
	GAAGAGGACCCGCAGGCTGC
	X56009
	

	
	
	
	
	218
	F
	– Exon3
	GAAGGCAACCAAAGTGCAGGACATC
	CR590357
	


Allele specific assays for gene expression – detailing SNPs,  transcripts, primers and amplicon size. Genotyping, PCR using genomic DNA template; RT, PCR using cDNA template, i.e. post reverse transcription reaction; D, direction; JF,  primers designed by Jennifer Frost
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