Table S3 Model species for -synuclein turnover, damage and aggregation
	Species description
	Species Name
	Database term
	Initial Amount

	-synuclein
	asyn
	P37840
	3000

	-synuclein bound to proteasome
	asyn_Proteasome
	P37840, GO:0000502
	0

	-synuclein bound to Lamp2a receptor
	asyn_Lamp2a
	P37840, P13473
	0

	Damaged -synuclein 
	asyn_dam
	P37840
	0

	E3 ligase, Parkin
	Parkin
	O60260
	4800

	Parkin bound to damaged -synuclein
	Parkin_asyn_dam
	O60260, P37840
	0

	Ubiquitinated damaged -synuclein
	Parkin_asyn_dam_Ub
	O60260, P37840, P62988
	0

	Polyubiquitinated damaged -synuclein
	Parkin_asyn_dam_Ub(X) (X=2-8)
	O60260, P37840, P62988
	0

	DUB bound to ubiquitinated damaged 
-synuclein
	Parkin_asyn_dam_Ub_DUB
	O60260, P37840, P62988, IPR001394
	0

	DUB bound to polyubiquitinated damaged 
-synuclein
	Parkin_asyn_dam_Ub(X)_DUB (X=2-8)
	O60260, P37840, P62988, IPR001394
	0

	Polyubiquitinated damaged -synuclein bound to proteasome
	asyn_dam_Ub(X)_Proteasome (X=4-8)
	P37840, P62988, GO:0000502
	0

	Small aggregate of -synuclein
	AggA1, …, AggA5
	P37840
	0

	Small aggregate of damaged -synuclein
	AggD1, …, AggD5
	P37840
	0


IPR: InterPro (http://www.ebi.ac.uk/interpro/)

GO: Gene ontology (www.geneontology.org) 

O, P terms: UniProtKB/Swiss-Prot (http://www.uniprot.org/)

