	
	
	Methylation Group I
	
	Methylation Group II

	Cluster#
	
	1
	2
	3
	4
	
	5
	6
	7
	8
	9
	10
	11

	Nº of Included cases
	18
	7
	24
	9
	
	11
	9
	9
	5
	9
	7
	8

	Cytogenetic
	
	Adverse
	Inv(16)
	Interm.
	Interm
	
	Normal
	t(8;21)
	Interm.
	Inv(16)
	t(15;17)
	Interm.
	MLL

	Hallmark
	
	(77,7%)
	(57,4%)
	(83.3%)
	.(67.7%)
	
	Karyotype(100%)
	(91%)
	(77.7%)
	(80%)
	(88,8%)
	(66.6%)
	(60%)

	FAB Sub-type 
	
	
	
	
	
	
	
	
	
	
	
	
	

	M0
	4
	2
	
	1
	
	
	
	
	1
	
	
	
	

	M1
	19
	6
	
	6
	1
	
	3
	
	2
	
	
	
	1

	M2
	30
	4
	1
	7
	4
	
	1
	8
	3
	1
	
	1
	

	M3
	9
	
	
	
	
	
	
	
	
	
	8
	1
	

	M4
	13
	3
	1
	4
	0
	
	2
	
	
	
	
	2
	1

	M4EO
	11
	
	4
	0
	1
	
	
	1
	1
	4
	
	
	

	M5
	27
	2
	1
	4
	3
	
	5
	
	2
	
	1
	3
	6

	M6
	3
	1
	
	2
	
	
	
	
	
	
	
	
	

	Cytogenetic Prognosis Group 
	
	
	
	
	
	
	
	
	
	
	

	Favorable
	30
	
	5
	
	1
	
	0
	9
	2
	4
	8
	1
	0

	t(8;21)
	10
	
	1
	
	
	
	0
	8
	1
	
	
	
	

	inv(16)
	11
	
	4
	
	1
	
	0
	1
	1
	4
	
	
	

	t(15;17)
	9
	
	
	
	
	
	
	
	
	
	8
	1
	

	Intermediate
	61
	4
	2
	20
	6
	
	11
	0
	7
	1
	1
	4
	5

	Normal Karyotype
	41
	2
	2
	16
	3
	
	11
	
	2
	1
	
	3
	1

	Single Trisomy
	12
	1
	
	3
	1
	
	
	
	4
	
	1
	1
	1

	Double Trisomy
	3
	1
	
	1
	
	
	
	
	
	
	
	
	1

	Other Intermediate
	5
	
	
	0
	2
	
	
	
	1
	
	
	
	2

	Adverse
	25
	14
	0
	4
	2
	
	0
	0
	0
	0
	0
	2
	3

	Complex Karyotype
	14
	11
	
	1
	2
	
	
	
	
	
	
	
	

	MLL
	7
	
	
	2
	
	
	
	
	
	
	
	2
	3

	Other Adverse
	4
	3
	
	1
	
	
	
	
	
	
	
	
	

	FLT3
	
	
	
	
	
	
	
	
	
	
	
	
	

	ITD
	15
	
	
	7
	2
	
	3
	
	
	
	
	3
	

	Mutation
	6
	
	1
	
	1
	
	1
	
	1
	1
	
	1
	

	ITD+Mutation
	1
	
	1
	
	
	
	
	
	
	
	
	
	

	Negative
	61
	14
	1
	15
	5
	
	7
	4
	7
	1
	1
	
	6

	ND
	33
	4
	4
	2
	1
	 
	 
	5
	1
	3
	8
	3
	2
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